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<160> 40 

<17 0> PERL Program 



<210> 1 

<211> 349 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte Clone 1841446 



<400> 1 

Met Ala Lys Ala Gly Asp Lys Ser Ser Ser Ser Gly Lys Lys Ser 
15 10 15 

Leu Lys Arg Lys Ala Ala Ala Glu Glu Leu Gin Glu Ala Ala Gly 

20 25 30 

Ala Gly Asp Gly Ala Thr Glu Asn Gly Val Gin Pro Pro Lys Ala 

35 40 45 

Ala Ala Phe Pro Pro Gly Phe Ser lie Ser Glu lie Lys Asn Lys 

50 55 60 

Gin Arg Arg His Leu Met Phe Thr Arg Trp Lys Gin Gin Gin Arg 

65 70 75 

Lys Glu Lys Leu Ala Ala Lys Lys Lys Leu Lys Lys Glu Arg Glu 

80 85 90 

Ala Leu Gly Asp Lys Ala Pro Pro Lys Pro Val Pro Lys Thr lie 

95 100 105 

Asp Asn Gin Arg Val Tyr Asp Glu Thr Thr Val Asp Pro Asn Asp 
110 115 120 

Glu Glu Val Ala Tyr Asp Glu Ala Thr Asp Glu Phe Ala Ser Tyr 
125 130 135 

Phe Asn Lys Gin Thr Ser Pro Lys lie Leu lie Thr Thr Ser Asp 
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140 145 150 

Arg Pro His Gly Arg Thr Val Arg Leu Cys Glu Gin Leu Ser Thr 

155 160 165 

Val He Pro Asn Ser His Val Tyr Tyr Arg Arg Gly Leu Ala Leu 

170 175 180 

Lys Lys lie He Pro Gin Cys He Ala Arg Asp Phe Thr Asp Leu 

185 190 195 

He Val He Asn Glu Asp Arg Lys Thr Pro Asn Gly Leu He Leu 

200 205 210 

Ser His Leu Pro Asn Gly Pro Thr Ala His Phe Lys Met Ser Ser 

215 220 225 

Val Arg Leu Arg Lys Glu He Lys Arg Arg Gly Lys Asp Pro Thr 

230 235 240 

Glu His He Pro Glu He He Leu Asn Asn Phe Thr Thr Arg Leu 

245 250 255 

Gly His Ser He Gly Arg Met Phe Ala Ser Leu Phe Pro His Asn 

260 265 270 

Pro Gin Phe He Gly Arg Gin Val Ala Thr Phe His Asn Gin Arg 

275 280 285 

Asp Tyr He Phe Phe Arg Phe His Arg Tyr He Phe Arg Ser Glu 

290 295 300 

Lys Lys Val Gly He Gin Glu Leu Gly Pro Arg Phe Thr Leu Lys 

305 310 315 

Leu Arg Ser Leu Gin Lys Gly Thr Phe Asp Ser Lys Tyr Gly Glu 

320 325 330 

Tyr Glu Trp Val His Lys Pro Arg Glu Met Asp Thr Ser Arg Arg 

335 340 345 

Lys Phe His Leu 



<210> 2 
<211> 169 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte Clone 1850310 

<400> 2 

Met Gin Cys Leu Leu Pro Tyr Gin Ser Lys Glu Pro Ser Cys Leu 
15 10 15 

Pro Pro Leu Pro Leu Asn Leu Pro Leu Pro Pro Cys Leu Cys Pro 

20 25 30 

Leu Leu Gin Leu Asn Ala Ala Met Thr Arg Lys Glu Lys Thr Lys 

35 40 45 

Glu Gly Gin Arg Ala Ala Gin Phe Ser Ala Gly Ala Asp Ala Gly 

50 55 60 

Ser Gly Gly Gly Leu Ser Arg Gin Lys Asp Thr Lys Arg Pro Met 

65 70 75 

Leu Leu Val He His Asp Val Val Leu Glu Leu Leu Thr Ser Ser 

80 85 90 
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Asp 


Cys 


His 


Ala 


Asn 


Pro 


Arg 


Lys 


Tyr 


Pro 


Thr 


Cys 


Gin 


Lys 


Ser 










95 










100 










105 


Glu 


Val 


Leu 


Gly 


Val 


Ser 


He 


Tyr 


Val 


Ser 


He 


Cys 


Pro 


Ser 


Thr 










110 










115 










120 


Arg 


Pro 


Arg 


Asp 


Lys 


Asn 


Lys 


Thr 


Lys 


Lys 


Arg 


Cys 


Gin 


Val 


Leu 










125 










130 










135 


Glu 


Ala 


Val 


Leu 


Val 


Ser 


Lys 


Pro 


Ser 


Gly 


Ser 


Cys 


His 


Gin 


Gly 










140 










145 










150 


Ser 


Phe 


Glu 


He 


Val 


Pro 


His 


Val 


Lys 


Gly 


Asn 


Leu 


Ala 


Phe 


Thr 










155 










160 










165 



<210> 3 

<211> 316 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte Clone 1887020 



Met 


Glu 


Ser 


Asn 


Val 


Lys 


Val 


Gin 


Arg 


Gin 


Glu 


Gly 


Ala 


Lys 


Val 


1 








5 










10 










15 


Ser 


Leu 


Met 


Ser 


Pro 
20 


Asp 


Gin 


Leu 


Arg 


Asn 
25 


Lys 


Phe 


Pro 


Trp 


He 
30 


Asn 


Thr 


Glu 


Gly 


Val 
35 


Ala 


Leu 


Ala 


Ser 


Tyr 
40 


Gly 


Met 


Glu 


Asp 


Glu 
45 


Gly 


Trp 


Phe 


Asp 


Pro 
50 


Trp 


Cys 




Leu 


Gin 
55 


Gly 


Leu 


Arg 




Lys 
60 


Val 


Gin 


Ser 


Leu 


Gly 
65 


Val 


Leu 


Phe 


Cys 


Gin 
70 


Gly 


Glu 


Val 


Thr 


Arg 
75 


Phe 


Val 


Ser 


Ser 


Ser 
80 


Gin 


Arg 


Met 


Leu 


Thr 
85 


Thr 


Asp 


Asp 


Lys 


Ala 
90 


Val 


Val 


Leu 


Lys 


Arg 
95 


He 


His 


Glu 


Val 


His 
100 


Val 


Lys 


Met 


Asp 


Arg 
105 


Ser 


Leu 


Glu 


Tyr 


Gin 
110 


Pro 


Val 


Glu 


Cys 


Ala 
115 


He 


Val 


lie 


Asn 


Ala 
120 


Ala 


Gly Ala 


Trp 


Ser 


Ala 


Gin 


He 


Ala 


Ala 


Leu 


Ala 


Gly Val 


Gly 










125 










130 










135 


Glu 


Gly 


Pro 


Pro 


Gly Thr 


Leu 


Gin 


Gly 


Thr 


Lys 


Leu 


Pro 


Val 


Glu 










140 










145 










150 


Pro 


Arg 


Lys 


Arg 


Tyr 
155 


Val 


Tyr 


Val 


Trp 


His 
160 


Cys 


Pro 


Gin 


Gly 


Pro 
165 


Gly 


Leu 


Glu 


Thr 


Pro 


Leu 


Val 


Ala 


Asp 


Thr 


Ser 


Gly Ala 


Tyr 


Phe 










170 










175 










180 


Arg 


Arg 


Glu 


Gly 


Leu 
185 


Gly 


Ser 


Asn 


Tyr 


Leu 
190 


Gly 


Gly 


Arg 


Ser 


Pro 
195 


Thr 


Glu 


Gin 


Glu 


Glu 
200 


Pro 


Asp 


Pro 


Ala 


Asn 
205 


Leu 


Glu 


Val 


Asp 


His 
210 
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Phe 


Phe 


Gin 


Asp 
215 


Lys 


Val 


Trp 


Pro 


His 
220 


Leu 


Ala 


Leu 


Arg 


Val 
225 




Ala 


Phe 


Glu 


Thr 
230 


Leu 


Lys 


Val 


Gin 


Ser 
235 


Ala 


Trp 


Ala 


Gly 


Tyr 
240 








Asn 


Thr 
245 


Phe 


Asp 


Gin 


Asn 


Gly 
250 


Val 


Val 


Gly 


Pro 


His 
255 






Val 


Val 


Asn 
260 


Met 


Tyr 


Phe 


Ala 


Thr 
265 


Gly 


Phe 


Ser 


Gly 


His 
270 


Gly 


Leu 


Gin 


Gin 


Ala 
275 


Pro 


Gly 


He 


Gly Arg 
280 


Ala 


Val 


Ala 


Glu 


Met 
285 


Val 




Lys 


Gly 


290 


Phe 


Gin 


Thr 


He 


295 


Leu 


Ser 


Pro 


Phe 


Leu 
300 


Phe 


Thr 


Arg 


Phe 


Tyr 
305 


Leu 


Gly 


Glu 


Lys 


He 
310 


Gin 


Glu 


Asn 


Asn 


He 
315 



<210> 4 

<211> 220 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte Clone 1911421 

<400> 4 

Met Lys Ser Val He Tyr His Ala Leu Ser Gin Lys Glu Ala Asn 
15 10 15 

Asp Ser Asp Val Gin Pro Ser Gly Ala Gin Arg Ala Glu Ala Phe 
20 25 30 

Val Arg Ala Phe Leu Lys Arg Ser Thr Pro Arg Met Ser Pro Gin 
35 40 45 

Ala Arg Glu Asp Gin Leu Gin Arg Lys Ala Val Val Leu Glu Tyr 
50 55 60 

Phe Thr Arg His Lys Arg Lys Glu Lys Lys Lys Lys Ala Lys Gly 
65 70 75 

Leu Ser Ala Arg Gin Arg Arg Glu Leu Arg Leu Phe Asp He Lys 
80 85 90 

Pro Glu Gin Gin Arg Tyr Ser Leu Phe Leu Pro Leu His Glu Leu 
95 100 105 

Trp Lys Gin Tyr He Arg Asp Leu Cys Ser Gly Leu Lys Pro Asp 
110 115 120 

Thr Gin Pro Gin Met He Gin Ala Lys Leu Leu Lys Ala Asp Leu 
125 130 135 

His Gly Ala He He Ser Val Thr Lys Ser Lys Cys Pro Ser Tyr 
140 145 150 

Val Gly He Thr Gly He Leu Leu Gin Glu Thr Lys His He Phe 
155 160 165 

Lys He He Thr Lys Glu Asp Arg Leu Lys Val He Pro Lys Leu 
170 175 180 

Asn Cys Val Phe Thr Val Glu Thr Asp Gly Phe He Ser Tyr He 
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185 190 195 

Tyr Gly Ser Lys Phe Gin Leu Arg Ser Ser Glu Arg Ser Ala Lys 

200 205 210 

Lys Phe Lys Ala Lys Gly Thr lie Asp Leu 

215 220 



<210> 5 
<211> 235 
<212> PRT 

<213> Homo sapiens 
<220> - 

<221> misc_f eature 

<223> Incyte Clone 1911910 

<400> 5 



Met 


Gly 


Ser 


Thr 


Glu 


Ser 


Ser 


G u 


Y 




Arg 


Val 


Ser 




Gly 


1 








5 










10 










15 


Val 


Asp 


Glu 


Glu 


Glu 


Arg 


a 


Arg 


Val 
a 


Leu 


Gin 


Gly Val 


rg 












20 










25 










30 


Ser 


Glu 


Asn 


Val 


Val 


Asn 


rg 


Met 


ys 


Glu 


Pro 


Ser 


Ser 


Pro 












35 










40 










45 


Pro 


Ala 


Pro 


Thr 


Ser 


Ser 


Thr 


Phe 


Gly 


Leu 


Gin 


Asp 


Gly 


Asn 


Leu 










50 










55 










60 


Arg 


Ala 


Pro 


His 


Lys 


Glu 


Ser 


Thr 


Leu 


Pro 


Arg 


Ser 


Gly 


Ser 


Ser 










65 










70 










75 


Gly 


Gly 


Gin 


Gin 


Pro 
80 


Ser 


Gly 


Met 


Lys 


Glu 
85 


Gly 


Val 


Lys 


Arg 


Tyr 
90 


Glu 


Gin 


Glu 


His 


Ala 


Ala 


lie 


Gin 


Asp 


Lys 


Leu 


Phe 


Gin 


Val 


Ala 










95 










100 










105 


Lys 


Arg 


Glu 


Arg 


Glu 


Ala 


Ala 


Thr 


Lys 


His 


Ser 


Lys 


Ala 


Ser 


Leu 










110 










115 










120 


Pro 


Thr 


Gly Glu Gly 


Ser 


He 


Ser 


His 


Glu 


Glu 


Gin 


Lys 


Ser 


Val 










12 5 










130 










135 


Arg 


Leu 


Ala 


Arg 


Glu 




Glu 


Ser 


Arg 


Glu 


Ala 


Glu 


Leu 


Arg 


Arg 










140 










145 










150 


Arg 


Asp 


Thr 


Phe 


Tyr 


Lys 


Glu 


Gin 


Leu 


Glu 


Arg 


He 


Glu 


Arg 


Lys 










155 










160 










165 


Asn 


Ala 


Glu 


Met 


Tyr 


Lys 


Leu 


Ser 


Ser 


Glu 


Gin 


Phe 


His 


Glu 


Ala 










170 










175 










180 


Ala 


Ser 


Lys 


Met 


Glu 


Ser 


Thr 


He 


Lys 


Pro 




Arg 


Val 


Glu 


Pro 










185 










190 










195 


Val 


Cys 


Ser 


Gly 




Gin 


Ala 


Gin 


He 




His 


Cys 


Tyr 


Arg 


Asp 










200 










205 










210 


Arg 


Pro 


His 


Glu 


Val 


Leu 


Leu 


Cys 


Ser 


Asp 


Leu 


Val 


Lys 


Ala 


Tyr 










215 










220 










225 


Gin Arg 


Cys 


Val 


Ser 


Ala 


Ala 


His 


Lys 


Gly 




















230 










235 
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<210> 6 
<211> 487 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte Clone 1928920 



Met 












Gly Asp 








Val 


Val 


Ala 






















10 










15 


A a 


G y 


a . 


eu 


Gin 


Ser 
er 


Y 


6 


Gin 


Glu 


Leu 


Ser 


Leu 


Asn 












20 










25 










30 


Leu 


Ala 


Thr 


Ser 




G y 


Ala 


Ser 


U 


Gl 


Ala 
a 


Leu Arg 


Leu 


He 










L 3 5 










40 












lie 


Ser 


He 


Phe 


Leu 


Gly 


Tyr 


Pro 


P e 




Leu 


Phe 


Tyr 


rg 


His 










50 










A 55 










60 


Tyr 


Leu 


P e 


Tyr 


Lys 


u 


Thr 


Tyr 


Leu 
eu 


He 


His 


Leu 


Phe 


His 


Thr 










65 










70 










75 


Phe 


Thr 


G y 


Leu 


Ser 


I e 


Ala 


Tyr 


Phe 


Asn 
85 


Phe 


Gly 


Asn 


Gin 


Leu 
90 


Tyr 


His 


Ser 


Leu 


80 
Leu 


Cys 


He 


Val 


eu 


In 


Phe 


Leu 


I e 


Leu 












95 










ioo" 










105 


Leu 


Met 


Gly 


Arg 


Thr 


He 


Thr 


Ala 


a 


Leu 


r 


T r 


P e 


ys 


Phe 










110 










115 










120 


Gin 


Met 


Ala 


Tyr 


Leu 


Leu 


Ala 


Gly 


Tyr 


Tyr 


Tyr 


T r 


A a 


Thr 
r 
































135 


Asn 


Tyr 


Asp 


He 


Lys 




Thr 


Met 


Pro 


. 


Cys 


Val 


Leu 


Thr 
r 


Leu 










140 










145 










150 


Lys 


Leu 


I e 


G y 


Leu 


Ala 


Val 


Asp 


Tyr 


Phe 


sp 


G y 


G y 


ys 












155 










160 










165 


n 


sn 


er 


Leu 


Ser 


Ser 


Glu 


Gin 


Gin 






Ala 


He 




Gly 










170 










175 










180 


Va 


Pro 


Ser 


eu 


Leu 


Glu 


Val 


Ala 


Y 


Phe 


Ser 


Tyr 


Phe 


yr 












185 










190 










195 


Ala 


Phe 


Leu 


Val 


Gly 


Pro 


Gin 


Phe 


Ser 


Met 


Asn 


His 


Tyr 


Met 












200 










205 










210 


Leu 


Val 


Gin 


Gly 


Glu 




He 


Asp 


He 


Pro 


Gly 


Lys 


He 


Pro 


Asn 










215 










220 










225 


Ser 


He 


He 


Pro 


Ala 


Leu 


Lys 


Arg 


Leu 


Ser 


Leu 


Gly 


Leu 


Phe 


Tyr 










230 










235 










240 


Leu 


Val 


Gly 


Tyr 


Thr 


Leu 


Leu 


Ser 


Pro 


His 


He 


Thr 


Glu 


Asp 


Tyr 










245 










250 










255 


Leu 


Leu 


Thr 


Glu 


Asp 


Tyr 


Asp 


Asn 


His 


Pro 


Phe 


Trp 


Phe 


Arg 


Cys 










260 










265 










270 


Met 


Tyr 


Met 


Leu 


He Trp Gly Lys 


Phe 


Val 


Leu 


Tyr 


Lys 


Tyr 


Val 










275 










280 










285 


Thr 


Cys 


Trp 


Leu 


Val 


Thr 


Glu 


Gly 


Val 


Cys 


He 


Leu 


Thr 


Gly 


Leu 










290 










295 










300 


Gly 


Phe 


Asn 


Gly 


Phe 


Glu 


Glu 


Lys 


Gly 


Lys 


Ala 


Lys 


Trp 


Asp 


Ala 










305 










310 










315 


Cys 


Ala 


Asn 


Met 


Lys 


Val 


Trp 


Leu 


Phe 


Glu 


Thr 


Asn 


Pro 


Arg 


Phe 










320 










325 










330 
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Thr Gly Thr lie Ala Ser Phe Asn lie Asn Thr Asn Ala Trp Val 

335 340 345 

Ala Arg Tyr lie Phe Lys Arg Leu Lys Phe Leu Gly Asn Lys Glu 

350 355 360 

Leu Ser Gin Gly Leu Ser Leu Leu Phe Leu Ala Leu Trp His Gly 

365 370 375 

Leu His Ser Gly Tyr Leu Val Cys Phe Gin Met Glu Phe Leu lie 

380 385 390 

Val lie Val Glu Arg Gin Ala Ala Arg Leu He Gin Glu Ser Pro 

395 400 405 

Thr Leu Ser Lys Leu Ala Ala lie Thr Val Leu Gin Pro Phe Tyr 

410 415 420 

Tyr Leu Val Gin Gin Thr He His Trp Leu Phe Met Gly Tyr Ser 

425 430 435 

Met Thr Ala Phe Cys Leu Phe Thr Trp Asp Lys Trp Leu Lys Val 

440 445 450 

Tyr Lys Ser lie Tyr Phe Leu Gly His lie Phe Phe Leu Ser Leu 

455 460 465 

Leu Phe He Leu Pro Tyr He His Lys Ala Met Val Pro Arg Lys 

470 475 480 

Glu Lys Leu Lys Lys Met Glu 

485 



<210> 7 

<211> 212 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte Clone 2170846 

<400> 7 

Met Ala Ala Pro Pro Gin Leu Arg Ala Leu Leu Val Val Val Asn 

15 10 15 

Ala Leu Leu Arg Lys Arg Arg Tyr His Ala Ala Leu Ala Val Leu 

20 25 30 

Lys Gly Phe Arg Asn Gly Ala Val Tyr Gly Ala Lys He Arg Ala 

35 40 45 

Pro His Ala Leu Val Met Thr Phe Leu Phe Arg Asn Gly Ser Leu 

50 55 60 

Gin Glu Lys Leu Trp Ala He Leu Gin Ala Thr Tyr He His Ser 

65 70 75 

Trp Asn Leu Ala Arg Phe Val Phe Thr Tyr Lys Gly Leu Arg Ala 

80 85 90 

Leu Gin Ser Tyr He Gin Gly Lys Thr Tyr Pro Ala His Ala Phe 

95 100 105 

Leu Ala Ala Phe Leu Gly Gly He Leu Val Phe Gly Glu Asn Asn 

110 115 120 

Asn He Asn Ser Gin He Asn Met Tyr Leu Leu Ser Arg Val Leu 

125 130 135 
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Phe Ala Leu Ser Arg Leu Ala Val Glu Lys Gly Tyr lie Pro Glu 

140 145 150 

Pro Arg Trp Asp Pro Phe Pro Leu Leu Thr Ala Val Val Trp Gly 

155 160 165 

Leu Val Leu Trp Leu Phe Glu Tyr His Arg Ser Thr Leu Gin Pro 

170 175 180 

Ser Leu Gin Ser Ser Met Thr Tyr Leu Tyr Glu Asp Ser Asn Val 

185 190 195 

Trp His Asp lie Ser Asp Phe Leu lie Tyr Asn Lys Ser Arg Pro 

200 205 210 

Ser Asn 



<210> 8 

<211> 241 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte Clone 2176361 

<400> 8 

Met Ala Pro Val Arg Arg Ser Ala Lys Trp Arg Pro Gly Gly lie 
15 10 15 

Glu Ala Arg Gly Glu Gly Val Ser Thr Val Gly Tyr Arg Asn Lys 
20 25 30 

Asn Val Arg Gin Lys Thr Trp Arg Pro Asn His Pro Gin Ala Phe 
35 40 45 

Val Gly Ser Val Arg Glu Gly Gin Gly Phe Ala Phe Arg Arg Lys 
50 55 60 

Leu Lys lie Gin Gin Ser Tyr Lys Lys Leu Leu Arg Lys Glu Lys 
65 70 75 

Lys Ala Gin Thr Ser Leu Glu Ser Gin Phe Thr Asp Arg Tyr Pro 
80 85 90 

Asp Asn Leu Lys His Leu Tyr Leu Ala Glu Glu Glu Arg His Arg 
95 100 105 

Lys Gin Ala Arg Lys Val Asp His Pro Leu Ser Glu Gin Val His 
110 115 . 120 

Gin Pro Leu Leu Glu Glu Gin Cys Ser lie Asp Glu Pro Leu Phe 
125 130 135 

Glu Asp Gin Cys Ser Phe Asp Gin Pro Gin Pro Glu Glu Gin Cys 
140 145 150 

He Lys Thr Val Asn Ser Phe Thr He Pro Lys Lys Asn Lys Lys 
155 160 165 

Lys Thr Ser Asn Gin Lys Ala Gin Glu Glu Tyr Glu Gin He Gin 
170 175 180 

Ala Lys Arg Ala Ala Lys Lys Gin Glu Phe Glu Arg Arg Lys Gin 
185 190 195 

Glu Arg Glu Glu Ala Gin Arg Gin Tyr Lys Lys Lys Lys Met Glu 
200 205 210 

Val Phe Lys He Leu Asn Lys Lys Thr Lys Lys Gly Gin Pro Asn 
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215 

Leu Asn Val Gin Met 
230 

Cys 



220 

Glu Tyr Leu Leu Gin 
235 



225 

Lys lie Gin Glu Lys 
240 



<210> 9 

<211> 375 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte Clone 2212732 

<400> 9 

Met Pro Gin Glu Leu Pro Gin Ser Pro Arg Thr Arg Gin Pro Glu 
15 10 15 

Pro Asp Phe Tyr Cys Val Lys Trp lie Pro Trp Lys Gly Glu Gin 
20 25 30 

Thr Pro lie lie Thr Gin Ser Thr Asn Gly Pro Cys Pro Leu Leu 
35 40 45 

Ala He Met Asn He Leu Phe Leu Gin Trp Lys Val Lys Leu Pro 
50 55 60 

Pro Gin Lys Glu Val He Thr Ser Asp Glu Leu Met Ala His Leu 
65 70 75 

Gly Asn Cys Leu Leu Ser He Lys Pro Gin Glu Lys Ser Glu Gly 
80 85 90 

Leu Gin Leu Asn Phe Gin Gin Asn Val Asp Asp Ala Met Thr Val 
95 100 105 

Leu Pro Lys Leu Ala Thr Gly Leu Asp Val Asn Val Arg Phe Thr 

110 115 120 

Gly Val Ser Asp Phe Glu Tyr Thr Pro Glu Cys Ser Val Phe Asp 

125 130 135 

Leu Leu Gly He Pro Leu Tyr His Gly Trp Leu Val Asp Pro Gin 

140 145 150 

Gin Ser Pro Glu Ala Val Arg Ala Val Gly Lys Leu Ser Tyr Asn 

155 160 165 

Gin Leu Val Glu Arg He He Thr Cys Lys His Ser Ser Asp Thr 

170 175 180 

Asn Leu Val Thr Glu Gly Leu lie Ala Glu Gin Phe Leu Glu Thr 

185 190 195 

Thr Ala Ala Gin Leu Thr Tyr His Gly Leu Cys Glu Leu Thr Ala 

200 205 210 

Ala Ala Lys Glu Gly Glu Leu Ser Val Phe Phe Arg Asn Asn His 

215 220 225 

Phe Ser Thr Met Thr Lys His Lys Ser His Leu Tyr Leu Leu Val 

230 235 240 

Thr Asp Gin Gly Phe Leu Gin Glu Glu Gin Val Val Trp Glu Ser 

245 250 255 

Leu His Asn Val Asp Gly Asp Ser Cys Phe Cys Asp Ser Asp Phe 

260 265 270 
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His Leu Ser His Ser Leu Gly Lys Gly Pro Gly Ala Glu Gly Gly 

275 280 285 

Ser Gly Ser Pro Glu Lys Gin Leu Gin Val Asp Gin Asp Tyr Leu 

290 295 300 

lie Ala Leu Ser Leu Gin Gin Gin Gin Pro Arg Gly Pro Leu Gly 

305 310 315 

Leu Thr Asp Leu Glu Leu Ala Gin Gin Leu Gin Gin Glu Glu Tyr 

320 325 330 

Gin Gin Gin Gin Ala Ala Gin Pro Val Arg Met Arg Thr Arg Val 

335 340 345 

Leu Ser Leu Gin Gly Arg Gly Ala Thr Ser Gly Arg Pro Ala Gly 

350 355 360 

Glu Arg Arg Gin Arg Pro Lys His Glu Ser Asp Cys lie Leu Leu 

365 370 375 



<210> 10 
<211> 429 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte Clone 2303457 

<400> 10 

Met Ser Asn Arg Asn Asn Asn Lys Leu Pro Ser Asn Leu Pro Gin 
15 10 15 

Leu Gin Asn Leu lie Lys Arg Asp Pro Pro Ala Tyr lie Glu Glu 
20 25 30 

Phe Leu Gin Gin Tyr Asn His Tyr Lys Ser Asn Val Glu lie Phe 
35 40 45 

Lys Leu Gin Pro Asn Lys Pro Ser Lys Glu Leu Ala Glu Leu Val 
50 55 60 

Met Phe Met Ala Gin lie Ser His Cys Tyr Pro Glu Tyr Leu Ser 
65 70 75 

Asn Phe Pro Gin Glu Val Lys Asp Leu Leu Ser Cys Asn His Thr 
80 85 90 

Val Leu Asp Pro Asp Leu Arg Met Thr Phe Cys Lys Ala Leu lie 
95 100 105 

Leu Leu Arg Asn Lys Asn Leu He Asn Pro Ser Ser Leu Leu Glu 
110 115 120 

Leu Phe Phe Glu Leu Phe Arg Cys His Asp Lys Leu Leu Arg Lys 
125 130 135 

Thr Leu Tyr Thr His He Val Thr Asp He Lys Asn He Asn Ala 
140 145 150 

Lys His Lys Asn Asn Lys Val Asn Val Val Leu Gin Asn Phe Met 
155 160 165 

Tyr Thr Met Leu Arg Asp Ser Asn Ala Thr Ala Ala Lys Met Ser 
170 175 180 

Leu Asp Val Met He Glu Leu Tyr Arg Arg Asn He Trp Asn Asp 
185 190 195 

10 



PF-0695-2 CON 



Ala Lys Thr Val Asn Val lie Thr Thr Ala Cys Phe Ser Lys Val 

200 205 210 

Thr Lys lie Leu Val Ala Ala Leu Thr Phe Phe Leu Gly Lys Asp 

215 220 225 

Glu Asp Glu Lys Gin Asp Ser Asp Ser Glu Ser Glu Asp Asp Gly 

230 235 240 

Pro Thr Ala Arg Asp Leu Leu Val Gin Tyr Ala Thr Gly Lys Lys 

245 250 255 

Ser Ser Lys Asn Lys Lys Lys Leu Glu Lys Ala Met Lys Val Leu 

260 265 270 

Lys Lys Gin Lys Lys Lys Lys Lys Pro Glu Val Phe Asn Phe Ser 

275 280 285 

Ala lie His Leu lie His Asp Pro Gin Asp Phe Ala Glu Lys Leu 

290 295 300 

Leu Lys Gin Leu Glu Cys Cys Lys Glu Arg Phe Glu Val Lys Met 

305 310 315 

Met Leu Met Asn Leu lie Ser Arg Leu Val Gly lie His Glu Leu 

320 325 330 

Phe Leu Phe Asn Phe Tyr Pro Phe Leu Lys Arg Phe Leu Lys Pro 

335 340 345 

His Gin Arg Glu Val Thr Lys lie Leu Leu Phe Val Glu Lys Asp 

350 355 360 

Ser His His Leu Val Pro Gin Gly Phe Phe Asn Ser Trp Leu Met 

365 370 375 

Leu Gly Glu Lys lie Phe Phe Asn Gly Lys Lys Ser Gly Lys Met 

380 385 390 

Leu Met Thr Val Gly Asn Leu Met Val Lys Arg Gly Val Tyr Lys 

395 400 405 

Arg Ser Lys Val Phe Leu Gly Gly Asn Ser Val Gly Arg Asn Phe 

410 415 420 

Phe Gin Lys Asn Pro Gly Gly Ser Ser 

425 



<210> 11 

<211> 329 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte Clone 2317552 

<400> 11 

Met Glu Val Ala Glu Pro Ser Ser Pro Thr Glu Glu Glu Glu Glu 
15 10 15 

Glu Glu Glu His Ser Ala Glu Pro Arg Pro Arg Thr Arg Ser Asn 

20 25 30 

Pro Glu Gly Ala Glu Asp Arg Ala Val Gly Ala Gin Ala Ser Val 

35 40 45 

Gly Ser Arg Ser Glu Gly Glu Gly Glu Ala Ala Ser Ala Asp Asp 

50 55 60 

11 



PF-0695-2 CON 



Gly Ser Leu Asn Thr Ser Gly Ala Gly Pro Lys Ser Trp Gin Val 
65 70 75 

Pro Pro Pro Ala Pro Glu Val Gin lie Arg Thr Pro Arg Val Asn 
80 85 90 

Cys Pro Glu Lys Val lie lie Cys Leu Asp Leu Ser Glu Glu Met 
95 100 105 

Ser Leu Pro Lys Leu Glu Ser Phe Asn Gly Ser Lys Thr Asn Ala 

110 115 120 

Leu Asn Val Ser Gin Lys Met lie Glu Met Phe Val Arg Thr Lys 

125 130 135 

His Lys lie Asp Lys Ser His Glu Phe Ala Leu Val Val Val Asn 

140 145 150 

Asp Asp Thr Ala Trp Leu Ser Gly Leu Thr Ser Asp Pro Arg Glu 

155 160 165 

Leu Cys Ser Cys Leu Tyr Asp Leu Glu Thr Ala Ser Cys Ser Thr 

170 175 180 

Phe Asn Leu Glu Gly Leu Phe Ser Leu He Gin Gin Lys Thr Glu 

185 190 195 

Leu Pro Val Thr Glu Asn Val Gin Thr He Pro Pro Pro Tyr Val 

200 205 210 

Val Arg Thr He Leu Val Tyr Ser Arg Pro Pro Cys Gin Pro Gin 

215 220 225 

Phe Ser Leu Thr Glu Pro Met Lys Lys Met Phe Gin Cys Pro Tyr 

230 235 240 

Phe Phe Phe Asp Val Val Tyr He His Asn Gly Thr Glu Glu Lys 

245 250 255 

Glu Glu Glu Met Ser Trp Lys Asp Met Phe Ala Phe Met Gly Ser 

260 265 270 

Leu Asp Thr Lys Gly Thr Ser Tyr Lys Tyr Glu Val Ala Leu Ala 

275 280 285 

Gly Pro Ala Leu Glu Leu His Asn Cys Met Ala Lys Leu Leu Ala 

290 295 300 

His Pro Leu Gin Arg Pro Cys Gin Ser His Ala Ser Tyr Ser Leu 

305 310 315 

Leu Glu Glu Glu Asp Glu Ala He Glu Val Glu Ala Thr Val 

320 325 



<210> 12 

<211> 476 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte Clone 2416366 

<400> 12 

Met Gin Asn Asp Ser Phe His Ser Asp Ser His Met Asp Arg Lys 

15 10 15 

Lys Phe His Ser Ser Asp Ser Glu Glu Glu Glu His Lys Lys Gin 

20 25 30 

12 



PF-0695-2 CON 





Met 






35 


Glu 




Glu 




Glu 
40 


Gly 


Glu 


Glu 


Glu 


Lys 
45 


Val 


Ala 






50 


Ala 


Ala 


Val 


Leu 


Ser 
55 


Asp 


Ser 


Glu 


Asp 


Glu 
60 


Glu 




Ala 




Ala 
65 






Ser 




Val 
70 


Val 


Ser 


Asp 


Ala 


Asp 
75 










80 




Val 


Ser 




85 


Ser 


Gly 






Glu 
90 






lie 


Ala 


95 






Glu 


Glu 


Glu 

100 


Ala 


Gly 




Glu 


105 










110 


Glu 


Glu 






115 


Phe 


Gly 


Ser 




Ser 
120 


Glu 




Gly 




Glu 
125 


Glu 


Glu 






He 
130 


Ala 




He 


Phe 


Gly 
135 










Glu 
140 


Glu 


Glu 


Glu 


Glu 


Phe 
145 


Thr 


Gly 


Phe 




Gin 
150 










155 










160 








Glu 


Ala 
165 










170 








lie 


175 




Gly 




His 


Met 
180 










185 










190 


Gin 








Ser 
195 










200 










205 


Gly 


Gly 




Phe 


He 
210 










215 








Ala 


Met 
220 


He 


Val 




Met 


225 










230 










235 




Gin 






240 










245 










250 




Val 


Met 


His 


255 










260 










He 
265 






Gly 


Val 


Met 
270 






lie 


Lys 


275 










280 




Asp 






285 


Pro 


Ala 


Leu 


Lys 


lie 
290 


Arg 


Glu 


Glu 


Leu 


295 


Lys 


He 


Leu 


Gin 


Glu 
300 










Ser 
305 


Gin 


Glu 


Thr 




310 


His 




Gly 


He 


Gly 
315 




Ala 






Tyr 
320 


Leu 


Tyr 




His 


325 




Glu 






330 










Ala Gly Lys 




lie 




Glu 




Ser 














335 










340 










345 


lie 


Phe 


Gly 


Leu 


Thr 
350 


Ser 


Asn 






Gly 
355 


Met 


Thr 




Glu 


Glu 
360 










Asp 
365 


Leu 


Glu 


Gin 


Met 


Pro 
370 


Gin 


z 






Met 
375 






Thr 


Gly 


Gly 
380 


Gin 


Thr 






385 






Glu 


Lys 


Val 
390 


Leu 


Thr 


Gly 


Glu 


Glu 
395 


Lys 


Ala 


Leu 


Arg 


Pro 
400 


Gly 


Asp 


Pro 


Gly 


Phe 
405 


Cys 


Ala 


Arg 


Ala 


Arg 
410 


Val 


Pro 


Met 


Pro 


Ser 
415 




Lys 


Asp 


Tyr 


Val 
420 


Val 


Arg 


Pro 


Lys 


Trp 
425 


Asn 


Val 


Glu 


Met 


Glu 
430 


Ser 


Ser 


Arg 


Phe 


Gin 
435 



13 



PF-0695-2 CON 



Ala Thr Ser Lys Lys Gly lie Ser Arg Leu Asp Lys Gin Met Arg 
440 445 450 

Lys Phe Thr Asp lie Arg Lys Lys Ser Arg Ser Ala His Ala Val 
455 460 465 

Lys lie Ser lie Glu Gly Asn Lys Met Pro Leu 
470 475 



<210> 13 
<211> 366 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte Clone 2472980 

<400> 13 

Met Ala Ala Ala Tyr Phe Pro Asp Cys lie Val Arg Pro Phe Gly 
15 10 15 

Ser Ser Val Asn Thr Phe Gly Lys Leu Gly Cys Asp Leu Asp Met 
20 25 30 

Phe Leu Asp Leu Asp Glu Thr Arg Asn Leu Ser Ala His Lys lie 
35 40 45 

Ser Gly Asn Phe Leu Met Glu Phe Gin Val Lys Asn Val Pro Ser 
50 55 60 

Glu Arg lie Ala Thr Gin Lys lie Leu Ser Val Leu Gly Glu Cys 
65 70 75 

Leu Asp His Phe Gly Pro Gly Cys Val Gly Val Gin Lys lie Leu 
80 ' 85 90 

Asn Ala Arg Cys Pro Leu Val Arg Phe Ser His Gin Ala Ser Gly 
95 100 105 

Phe Gin Cys Asp Leu Thr Thr Asn Asn Arg lie Ala Leu Thr Ser 
110 115 120 

Ser Glu Leu Leu Tyr He Tyr Gly Ala Leu Asp Ser Arg Val Arg 
125 130 135 

Ala Leu Val Phe Ser Val Arg Cys Trp Ala Arg Ala His Ser Leu 
140 145 150 

Thr Ser Ser He Pro Gly Ala Trp He Thr Asn Phe Ser Leu Thr 
155 160 165 

Met Met Val lie Phe Phe Leu Gin Arg Arg Ser Pro Pro He Leu 
170 175 180 

Pro Thr Leu Asp Ser Leu Lys Thr Leu Ala Asp Ala Glu Asp Lys 
185 190 195 

Cys Val He Glu Gly Asn Asn Cys Thr Phe Val Arg Asp Leu Ser 
200 205 210 

Arg He Lys Pro Ser Gin Asn Thr Glu Thr Leu Glu Leu Leu Leu 
215 220 225 

Lys Glu Phe Phe Glu Tyr Phe Gly Asn Phe Ala Phe Asp Lys Asn 
230 235 240 

Ser He Asn He Arg Gin Gly Arg Glu Gin Asn Lys Pro Asp Ser 
245 250 255 



14 



PF-0695-2 CON 



Ser Pro Leu Tyr lie Gin Asn Pro Phe Glu Thr Ser Leu Asn lie 

260 265 270 

Ser Lys Asn Val Ser Gin Ser Gin Leu Gin Lys Phe Val Asp Leu 

275 280 285 

Ala Arg Glu Ser Ala Trp lie Leu Gin Gin Glu Asp Thr Asp Arg 

290 295 300 

Pro Ser lie Ser Ser Asn Arg Pro Trp Gly Leu Val Ser Leu Leu 

305 310 315 

Leu Pro Ser Ala Pro Asn Arg Lys Ser Phe Thr Lys Lys Lys Ser 

320 325 330 

Asn Lys Phe Ala lie Glu Thr Val Lys Asn Leu Leu Glu Ser Leu 

335 340 345 

Lys Gly Asn Arg Thr Glu Asn Phe Thr Lys Thr Ser Gly Lys Arg 

350 355 360 

Thr lie Ser Thr Gin Thr 

365 



<210> 14 
<211> 152 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte Clone 2541640 

<400> 14 

Met Gly Gly Val Gly Val Ala Glu Ala Ala Arg Pro Leu Leu Ser 

15 10 15 

Trp Pro Thr lie Ser Leu Thr lie Phe Thr Ala Val Asn Ser Ser 

20 25 30 

Gin Gly Gly Gly Leu Val Gin Arg Gin Leu Arg Phe His Asn Ser 

35 40 45 

His Arg Val Leu Cys Arg Arg Cys Pro Cys Pro Pro Thr Pro Ala 

50 55 60 

Trp Trp Glu Cys Asp Ala Arg Leu Leu Pro Pro Pro Trp Pro Pro 

65 70 75 

Val Pro Pro Ala Ser Thr Ser Pro Glu lie Leu Pro Thr Pro His 

80 85 90 

Leu His Arg Ser Pro His Ala Pro Gly Ala Pro Lys Pro Pro Pro 

95 100 105 

Asn Pro Thr His Pro Gly Ala Gly Thr Gly Val Ser Glu Leu Ser 

110 115 120 
Gin Gly Pro Trp Glu Val Ala Gly Thr Gly Ala Ser Cys Ser Leu 

125 130 135 
Phe His Phe Pro Phe Arg lie Trp Pro Gly Trp Arg Thr Gly Gin 

140 145 150 

Asp Gly 



15 



PF-0695-2 CON 



<210> 15 

<211> 233 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte Clone 2695204 

<400> 15 

Met Gly Arg Arg Leu Lys Gly Ala Arg Arg Leu Lys Leu Ser Pro 

15 10 15 

Leu Arg Ser Leu Arg Lys Gly Pro Gly Leu Leu Ser Pro Pro Ser 

20 25 30 

Ala Ser Pro Val Pro Thr Pro Ala Val Ser Arg Thr Leu Leu Gly 

35 40 45 

Asn Phe Glu Glu Ser Leu Leu Arg Gly Arg Phe Ala Pro Ser Gly 

50 55 60 

His lie Glu Gly Phe Thr Ala Glu lie Gly Ala Ser Gly Ser Tyr 

65 70 75 

Cys Pro Gin His Val Thr Leu Pro Val Thr Val Thr Phe Phe Asp 

80 85 90 

Val Ser Glu Gin Asn Ala Pro Ala Pro Phe Leu Gly lie Val Asp 

95 100 105 

Leu Asn Pro Leu Gly Arg Lys Gly Tyr Ser Val Pro Lys Val Gly 

110 115 120 

Thr Val Gin Val Thr Leu Phe Asn Pro Asn Gin Thr Val Val Lys 

125 130 135 

Met Phe Leu Val Thr Phe Asp Phe Ser Asp Met Pro Ala Ala His 

140 145 150 
Met Thr Phe Leu Arg His Arg Leu Phe Leu Val Pro Val Gly Glu 

155 160 165 

Glu Gly Asn Ala Asn Pro Thr His Arg Leu Leu Cys Tyr Leu Leu 

170 175 180 
His Leu Arg Phe Arg Ser Ser Arg Ser Gly Arg Leu Ser Leu His 

185 190 195 
Gly Asp lie Arg Leu Leu Phe Ser Arg Arg Ser Leu Glu Leu Asp 

200 205 210 

Thr Gly Leu Pro Tyr Glu Leu Gin Ala Val Thr Glu Ala Pro His 

215 220 225 
Asn Pro Arg Tyr Ser Pro Leu Pro 
230 



<210> 16 

<211> 357 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte Clone 2805526 

16 



PF-0695-2 CON 



<400> 16 

Met Glu Val Leu Arg Pro Gin Leu lie Arg lie Asp Gly Arg Asn 
15 10 15 

Tyr Arg Lys Asn Pro Val Gin Glu Gin Thr Tyr Gin His Glu Glu 
20 25 30 

Asp Glu Glu Asp Phe Tyr Gin Gly Ser Met Glu Cys Ala Asp Glu 
35 40 45 

Pro Cys Asp Ala Tyr Glu Val Glu Gin Thr Pro Gin Gly Phe Arg 
50 55 60 

Ser Thr Leu Arg Ala Pro Ser Leu Leu Tyr Lys His lie Val Gly 
65 70 75 

Lys Arg Gly Asp Thr Arg Lys Lys lie Glu Met Glu Thr Lys Thr 
80 85 90 

Ser He Ser He Pro Lys Pro Gly Gin Asp Gly Glu He Val He 
95 100 105 

Thr Gly Gin His Arg Asn Gly Val He Ser Ala Arg Thr Arg He 

110 115 120 

Asp Val Leu Leu Asp Thr Phe Arg Arg Lys Gin Pro Phe Thr His 

125 130 135 

Phe Leu Ala Phe Phe Leu Asn Glu Val Glu Val Gin Glu Gly Phe 

140 145 150 

Leu Arg Phe Gin Glu Glu Val Leu Ala Lys Cys Ser Met Asp His 

155 160 165 

Gly Val Asp Ser Ser He Phe Gin Asn Pro Lys Lys Leu His Leu 

170 175 180 

Thr He Gly Met Leu Val Leu Leu Ser Glu Glu Glu He Gin Gin 

185 190 195 

Thr Cys Glu Met Leu Gin Gin Cys Lys Glu Glu Phe He Asn Asp 

200 205 210 

He Ser Gly Gly Lys Pro Leu Glu Val Glu Met Ala Gly He Glu 

215 220 225 

Tyr Met Asn Asp Asp Pro Gly Met Val Asp Val Leu Tyr Ala Lys 

230 235 240 

Val His Met Lys Asp Gly Ser Asn Arg Leu Gin Glu Leu Val Asp 

245 250 255 

Arg Val Leu Glu Arg Phe Gin Ala Ser Gly Leu He Val Lys Glu 

260 265 270 

Trp Asn Ser Val Lys Leu His Ala Thr Val Met Asn Thr Leu Phe 

275 280 285 

Arg Lys Asp Pro Asn Ala Glu Gly Arg Tyr Asn Leu Tyr Thr Ala 

290 295 300 

Glu Gly Lys Tyr He Phe Lys Glu Arg Glu Ser Phe Asp Gly Arg 

305 310 315 

Asn He Leu Lys Leu Phe Glu Asn Phe Tyr Phe Gly Ser Leu Lys 

320 325 330 

Leu Asn Ser He His He Ser Gin Arg Phe Thr Val Asp Ser Phe 

335 340 345 

Gly Asn Tyr Ala Ser Cys Gly Gin He Asp Phe Ser 

350 355 



<210> 17 



17 



PF-0695-2 CON 



<211> 251 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte Clone 2850382 

<400> 17 

Met Glu Pro Gly Glu Glu Leu Glu Glu Glu Gly Ser Pro Gly Gly 

15 10 15 

Arg Glu Asp Gly Phe Thr Ala Glu His Leu Ala Ala Glu Ala Met 

20 25 30 

Ala Ala Asp Met Asp Pro Trp Leu Val Phe Asp Ala Arg Thr Thr 

35 40 45 

Pro Ala Thr Glu Leu Asp Ala Trp Leu Ala Lys Tyr Pro Pro Ser 

50 55 60 

Gin Val Thr Arg Tyr Gly Asp Pro Gly Ser Pro Asn Ser Glu Pro 

65 70 75 

Val Gly Trp lie Ala Val Tyr Gly Gin Gly Tyr Ser Pro Asn Ser 

80 85 90 

Gly Asp Val Gin Gly Leu Gin Ala Ala Trp Glu Ala Leu Gin Thr 

95 100 105 

Ser Gly Arg Pro lie Thr Pro Gly Thr Leu Arg Gin Leu Ala lie 

110 115 120 

Thr His His Val Leu Ser Gly Lys Trp Leu Met His Leu Ala Pro 

125 130 135 

Gly Phe Lys Leu Asp His Ala Trp Ala Gly lie Ala Arg Ala Val 

140 145 150 

Val Glu Gly Arg Leu Gin Val Ala Lys Val Ser Pro Arg Ala Lys 

155 160 165 

Glu Gly Gly Arg Gin Val lie Cys Val Tyr Thr Asp Asp Phe Thr 

170 175 180 

Asp Arg Leu Gly Val Leu Glu Ala Asp Ser Ala lie Arg Ala Ala 

185 190 195 

Gly lie Lys Cys Leu Leu Thr Tyr Lys Pro Asp Val Tyr Thr Tyr 

200 205 210 

Leu Gly lie Tyr Arg Ala Asn Arg Trp His Leu Cys Pro Thr Leu 

215 220 225 

Tyr Glu Ser Arg Phe Gin Leu Gly Gly Ser Ala Arg Gly Ser Arg 

230 235 240 
Val Leu Asp Arg Ala Asn Asn Val Glu Leu Thr 

245 250 



<210> 18 

<211> 105 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

18 



PF-0695-2 CON 



<223> Incyte Clone 2929276 
<400> 18 

Met Ser lie Tyr Phe Pro lie His Cys Pro Asp Tyr Leu Arg Ser 
15 10 15 

Ala Lys Met Thr Glu Val Met Met Asn Thr Gin Pro Met Glu Glu 

20 25 30 

lie Gly Leu Ser Pro Arg Lys Asp Gly Leu Ser Tyr Gin lie Phe 

35 40 45 

Pro Asp Pro Ser Asp Phe Asp Arg Cys Cys Lys Leu Lys Asp Arg 

50 55 60 

Leu Pro Ser He Val Val Glu Pro Thr Glu Gly Glu Val Glu Ser 

65 70 75 

Gly Glu Leu Arg Trp Pro Pro Glu Glu Phe Leu Val Gin Glu Asp 

80 85 90 

Glu Gin Asp Asn Cys Glu Glu Thr Ala Lys Glu Asn Lys Glu Gin 

95 100 105 



<210> 19 

<211> 876 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte Clone 3033039 

<400> 19 

Met Thr Met Asp Ala Leu Leu Ala Arg Leu Lys Leu Leu Asn Pro 

15 10 15 

Asp Asp Leu Arg Glu Glu He Val Lys Ala Gly Leu Lys Cys Gly 

20 25 30 

Pro He Thr Ser Thr Thr Arg Phe lie Phe Glu Lys Lys Leu Ala 

35 40 45 

Gin Ala Leu Leu Glu Gin Gly Gly Arg Leu Ser Ser Phe Tyr His 

50 55 60 

His Glu Ala Gly Val Thr Ala Leu Ser Gin Asp Pro Gin Arg He 

65 70 75 

Leu Lys Pro Ala Glu Gly Asn Pro Thr Asp Gin Ala Gly Phe Ser 

80 85 ■ 90 

Glu Asp Arg Asp Phe Gly Tyr Ser Val Gly Leu Asn Pro Pro Glu 

95 100 105 

Glu Glu Ala Val Thr Ser Lys Thr Cys Ser Val Pro Pro Ser Asp 

110 115 120 

Thr Asp Thr Tyr Arg Ala Gly Ala Thr Ala Ser Lys Glu Pro Pro 

125 130 135 

Leu Tyr Tyr Gly Val Cys Pro Val Tyr Glu Asp Val Pro Ala Arg 

140 145 150 

Asn Glu Arg He Tyr Val Tyr Glu Asn Lys Lys Glu Ala Leu Gin 

155 160 165 

Ala Val Lys Met lie Lys Gly Ser Arg Phe Lys Ala Phe Ser Thr 

19 



PF-0695-2 CON 



170 175 180 

Arg Glu Asp Ala Glu Lys Phe Ala Arg Gly lie Cys Asp Tyr Phe 

185 190 195 

Pro Ser Pro Ser Lys Thr Ser Leu Pro Leu Ser Pro Val Lys Thr 

200 205 210 

Ala Pro Leu Phe Ser Asn Asp Arg Leu Lys Asp Gly Leu Cys Leu 

215 220 225 

Ser Glu Ser Glu Thr Val Asn Lys Glu Arg Ala Asn Ser Tyr Lys 

230 235 240 

Asn Pro Arg Thr Gin Asp Leu Thr Ala Lys Leu Arg Lys Ala Val 

245 250 255 

Glu Lys Gly Glu Glu Asp Thr Phe Ser Asp Leu lie Trp Ser Asn 

260 265 270 

Pro Arg Tyr Leu lie Gly Ser Gly Asp Asn Pro Thr lie Val Gin 

275 280 285 

Glu Gly Cys Arg Tyr Asn Val Met His Val Ala Ala Lys Glu Asn 

290 295 300 

Gin Ala Ser lie Cys Gin Leu Thr Leu Asp Val Leu Glu Asn Pro 

305 310 315 

Asp Phe Met Arg Leu Met Tyr Pro Asp Asp Asp Glu Ala Met Leu 

320 325 330 

Gin Lys Arg lie Arg Tyr Val Val Asp Leu Tyr Leu Asn Thr Pro 

335 340 345 

Asp Lys Met Gly Tyr Asp Thr Pro Leu His Phe Ala Cys Lys Phe 

350 355 360 

Gly Asn Ala Asp Val Val Asn Val Leu Ser Ser His His Leu lie 

365 370 375 

Val Lys Asn Ser Arg Asn Lys Tyr Asp Lys Thr Pro Glu Asp Val 

380 385 390 

lie Cys Glu Arg Ser Lys Asn Lys Ser Val Glu Leu Lys Glu Arg 

395 400 405 

lie Arg Glu Tyr Leu Lys Gly His Tyr Tyr Val Pro Leu Leu Arg 

410 415 420 

Ala Glu Glu Thr Ser Ser Pro Val lie Gly Glu Leu Trp Ser Pro 

425 430 435 

Asp Gin Thr Ala Glu Ala Ser His Val Ser Arg Tyr Gly Gly Ser 

440 445 450 

Pro Arg Asp Pro Val Leu Thr Leu Arg Ala Phe Ala Gly Pro Leu 

455 460 465 

Ser Pro Ala Lys Ala Glu Asp Phe Arg Lys Leu Trp Lys Thr Pro 

470 475 480 

Pro Arg Glu Lys Ala Gly Phe Leu His His Val Lys Lys Ser Asp 

485 490 495 

Pro Glu Arg Gly Phe Glu Arg Val Gly Arg Glu Leu Ala His Glu 

500 505 510 

Leu Gly Tyr Pro Trp Val Glu Tyr Trp Glu Phe Leu Gly Cys Phe 

515 520 525 

Val Asp Leu Ser Ser Gin Glu Gly Leu Gin Arg Leu Glu Glu Tyr 

530 535 540 

Leu Thr Gin Gin Glu lie Gly Lys Lys Ala Gin Gin Glu Thr Gly 

545 550 555 

Glu Arg Glu Ala Ser Cys Arg Asp Lys Ala Thr Thr Ser Gly Ser 

560 565 570 

Asn Ser lie Ser Val Arg Ala Phe Leu Asp Glu Asp Asp Met Ser 

20 



PF-0695-2 CON 



575 580 585 

Leu Glu Glu lie Lys Asn Arg Gin Asn Ala Ala Arg Asn Asn Ser 

590 595 600 

Pro Pro Thr Val Gly Ala Phe Gly His Thr Arg Cys Ser Ala Phe 

605 610 615 

Pro Leu Glu Gin Glu Ala Asp Leu lie Glu Ala Ala Glu Pro Gly 

620 625 630 

Gly Pro His Ser Ser Arg Asn Gly Leu Cys His Pro Leu Asn His 

635 640 645 

Ser Arg Thr Leu Ala Gly Lys Arg Pro Lys Ala Pro Arg Gly Glu 

650 655 660 

Glu Ala His Leu Pro Pro Val Ser Asp Leu Thr Val Glu Phe Asp 

665 670 675 

Lys Leu Asn Leu Gin Asn lie Gly Arg Ser Val Ser Lys Thr Pro 

680 685 690 

Asp Glu Ser Thr Lys Thr Lys Asp Gin lie Leu Thr Ser Arg lie 

695 700 705 

Asn Ala Val Glu Arg Asp Leu Leu Glu Pro Ser Pro Ala Asp Gin 

710 715 720 

Leu Gly Asn Gly His Arg Arg Thr Glu Ser Glu Met Ser Ala Arg 

725 730 735 

lie Ala Lys Met Ser Leu Ser Pro Ser Ser Pro Arg His Glu Asp 

740 745 750 

Gin Leu Glu Val Thr Arg Glu Pro Ala Arg Arg Leu Phe Leu Phe 

755 760 765 

Gly Glu Glu Pro Ser Lys Leu Asp Gin Asp Val Leu Ala Ala Leu 

770 775 780 

Glu Cys Ala Asp Val Asp Pro His Gin Phe Pro Ala Val His Arg 

785 790 795 

Trp Lys Ser Ala Val Leu Cys Tyr Ser Pro Ser Asp Arg Gin Ser 

800 805 810 

Trp Pro Ser Pro Ala Val Lys Gly Arg Phe Lys Ser Gin Leu Pro 

815 820 825 

Asp Leu Ser Gly Pro His Ser Tyr Ser Pro Gly Arg Asn Ser Val 

830 835 840 

Ala Gly Ser Asn Pro Ala Lys Pro Gly Leu Gly Ser Pro Gly Arg 

845 850 855 

Tyr Ser Pro Val His Gly Ser Gin Leu Arg Arg Met Ala Arg Leu 

860 865 870 

Ala Glu Leu Ala Ala Leu 

875 



<210> 20 

<211> 505 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte Clone 3039890 
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PF-0695-2 CON 



<400> 20 

Met Ser Arg Ser Tyr Asn Asp Glu Leu Gin Phe Leu Glu Lys lie 
15 10 15 

Asn Lys Asn Cys Trp Arg lie Lys Lys Gly Phe Val Pro Asn Met 
20 25 30 

Gin Val Glu Gly Val Phe Tyr Val Asn Asp Ala Leu Glu Lys Leu 
35 40 45 

Met Phe Glu Glu Leu Arg Asn Ala Cys Arg Gly Gly Gly Val Gly 
50 55 60 

Gly Phe Leu Pro Ala Met Lys Gin lie Gly Asn Val Ala Ala Leu 
65 70 75 

Pro Gly lie Val His Arg Ser lie Gly Leu Pro Asp Val His Ser 
80 85 90 

Gly Tyr Gly Phe Ala lie Gly Asn Met Ala Ala Phe Asp Met Asn 
95 100 105 

Asp Pro Glu Ala Val Val Ser Pro Gly Gly Val Gly Phe Asp He 

110 115 120 

Asn Cys Gly Val Arg Leu Leu Arg Thr Asn Leu Asp Glu Ser Asp 

125 130 135 

Val Gin Pro Val Lys Glu Gin Leu Ala Gin Ala Met Phe Asp His 

140 145 150 

lie Pro Val Gly Val Gly Ser Lys Gly Val He Pro Met Asn Ala 

155 160 165 

Lys Asp Leu Glu Glu Ala Leu Glu Met Gly Val Asp Trp Ser Leu 

170 175 180 

Arg Glu Gly Tyr Ala Trp Ala Glu Asp Lys Glu His Cys Glu Glu 

185 190 195 

Tyr Gly Arg Met Leu Gin Ala Asp Pro Asn Lys Val Ser Ala Arg 

200 205 210 

Ala Lys Lys Arg Gly Leu Pro Gin Leu Gly Thr Leu Gly Ala Gly 

215 220 225 

Asn His Tyr Ala Glu He Gin Val Val Asp Glu He Phe Asn Glu 

230 235 240 

Tyr Ala Ala Lys Lys Met Gly He Asp His Lys Gly Gin Val Cys 

245 250 255 

Val Met He His Ser Gly Ser Arg Gly Leu Gly His Gin Val Ala 

260 265 270 

Thr Asp Ala Leu Val Ala Met Glu Lys Ala Met Lys Arg Asp Lys 

275 280 285 

He He Val Asn Asp Arg Gin Leu Ala Cys Ala Arg He Ala Ser 

290 295 300 

Pro Glu Gly Gin Asp Tyr Leu Lys Gly Met Ala Ala Ala Gly Asn 

305 310 315 

Tyr Ala Trp Val Asn Arg Ser Ser Met Thr Phe Leu Thr Arg Gin 

320 325 330 

Ala Phe Ala Lys Val Phe Asn Thr Thr Pro Asp Asp Leu Asp Leu 

335 340 345 

His Val He Tyr Asp Val Ser His Asn He Ala Lys Val Glu Gin 

350 355 360 

His Val Val Asp Gly Lys Glu Arg Thr Leu Leu Val His Arg Lys 

365 370 375 

Gly Ser Thr Arg Ala Phe Pro Pro His His Pro Leu He Ala Val 

380 385 390 

Asp Tyr Gin Leu Thr Gly Gin Pro Val Leu He Gly Gly Thr Met 

22 



PF-0695-2 CON 



395 400 405 

Gly Thr Cys Ser Tyr Val Leu Thr Gly Thr Glu Gin Gly Met Thr 

410 415 420 

Glu Thr Phe Gly Thr Thr Cys His Gly Ala Gly Arg Ala Leu Ser 

425 430 435 

Arg Ala Lys Ser Arg Arg Asn Leu Asp Phe Gin Asp Val Leu Asp 

440 445 450 

Lys Leu Ala Asp Met Gly lie Ala lie Arg Val Ala Ser Pro Lys 

455 460 465 

Leu Val Met Glu Glu Ala Pro Glu Ser Tyr Lys Asn Val Thr Asp 

470 475 480 

Val Val Asn Thr Cys His Asp Ala Gly lie Ser Lys Lys Ala lie 

485 490 495 

Lys Leu Arg Pro lie Ala Val lie Lys Gly 

500 505 



<210> 21 

<211> 1929 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte Clone 1841446 

<400> 21 

cggaagcaaa ggagccaaga ccatggcgaa 
gaaaagtcta aaacggaaag ccgctgccga 
tggggcgacg gaaaacgggg tccaaccccc 
catttcggag attaaaaaca aacagcggcg 
gcagcggaag gaaaagttgg cagctaagaa 
cgataaggct ccaccaaagc ctgtacccaa 
aaccacagta gaccctaatg atgaagaggt 
ttcttacttc aacaaacaga cttctcccaa 
tgggagaaca gtacgactct gtgaacagct 
ttacagaaga ggactggctc tgaaaaaaat 
agacctgatt gttattaatg aagatcgtaa 
gccaaatggc ccaactgctc attttaaaat 
gagaagaggc aaggacccca cagaacacat 
acggctgggt cattcaattg gacgtatgtt 
tatcggaagg caggttgcca cattccacaa 
cagatacata ttcaggagtg aaaagaaagt 
cttaaaatta aggtctcttc agaaaggaac 
ggtccataag ccccgggaaa tggatacaag 
gagaatgata ttggattttg ctgaacaggc 
cagaatactc ttttcaaaat ggcatttgct 
ttaccaaatg ccatgaattg ccactgtgtg 
ttgatggctt aggtttcctt aaacttagtt 
agttggaatc aagattcaga ttaactttcc 
atggttggta aatattggct aacccttgat 
tgtctggcac agttttaata gcttaaatgg 



agccggggat aagagcagca gcagcgggaa 60 
agaacttcag gaggctgcag gcgctgggga 12 0 
gaaagcggct gcctttccgc caggctttag 180 
acacttaatg ttcacgcggt ggaaacagca 240 
aaaacttaaa aaagaaagag aggctcttgg 3 00 
gaccattgac aaccagcgag tgtatgatga 3 60 
cgcttatgat gaagctacag atgaatttgc 42 0 
gattctcatc acaacatcag atagacctca 4 80 
ctccacagtt ataccaaact cacatgttta 540 
tattccacag tgcatcgcaa gagatttcac 600 
aaccccaaat ggacttattt tgagtcactt 660 
gagcagtgtt cgtcttcgta aagaaattaa 72 0 
acctgaaata attctgaata attttacaac 780 
tgcatctctc tttcctcata atcctcaatt 84 0 
tcaacgggat tacatattct tcagatttca 900 
gggaattcag gaacttggac cacgttttac 960 
ctttgattct aaatatggag agtatgaatg 1020 
tagaagaaaa ttccatttat aaagtactga 1080 
ctatcttgaa ctttggtaaa ttatttttga 1140 
gatttcataa acctttcacg tctggacgaa 1200 
tttatgtaga aaatacaaat aaaagttatt 1260 
ctcttgtttt tgggtaactg tgaataatta 1320 
tatttgcata gaacacatga gaggaataaa 1380 
ttttatacca gattaacctt ggattcccag 1440 
aggccaggtt tctggatgtt ttaacattct 15 00 



23 



PF-0695-2 CON 



cttaagcctt cagaagggta aaaaatttaa 
agttgcaaat tactgaagct aatctttgct 
cccacgttgt ggggagctct tttttacctc 
cactgaaaca aagttaaccc tataagtaac 
cctcctcctg accttaaaag aataaaggtt 
tgccagatgt atggcataaa gtcatgtgag 
aaccccttca ggtgttcaga acagattaat 
aaaataaag 



agcaaaatga tctaccaggg tttaaagcaa 1560 
tcctgatttt gaggtttttg gttttttgtg 1620 
attacatggt gctgtagtac tccattcagg 1680 
tcatggatgg aaacccgtag aacttaacag 1740 
cacagtttac ctttaattcc ctagcagtct 1800 
aagagtaggt ggaaaaaact gtacaaactt 1860 
ataccatgta tttaatacca ataataatgc 192 0 
1929 



<210> 22 

<211> 2113 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte Clone 1850310 

<400> 22 

ctgccacgcc actgtgtcat gaaggaaagt 
gctcgttgac tccgtgggtg aatacagcag 
tgcttgtttg ggggagggaa ggacatacgg 
aggagaggat caggtttgag tcaggaggct 
aagaaatctt agaaccagct tgtgaggaaa 
ttattctttg aaatgccaaa tgatataaat 
aaatgcactc ttctcgatga ggcctcgatt 
cagaggaacc agaactcaga actcttcctc 
tccctttgaa tcaggcctct ctcttctcat 
gctttccttt ttacatttat taaaagtgga 
ctatcacaga caatggaatt cgtcagtggt 
cttcttgtct cttgctatgt atttctgcct 
tctttttggc caattccttt ttatatgtgc 
cctgggtcct tcccagcgct gctgggcagg 
ttgaagggca acaaacaacc atccacactg 
catttccacc ccggccccag gacacccagc 
agggattgag gctacttttc tgccaagccc 
tgtcagtgca ggaagcccta gacaaatgtt 
agatttccat ttgaagtact tcccatccac 
ttttgttttt gagacagggt cttgctttgt 
tagctcactg cagcctcaac ctcctgggct 
gttctgagat gataggcatg agccattgtg 
caaggtcttg ctctgttgcc caggctgatc 
gtttttttaa aaatagaatc tcactgatag 
cgtatcagtc caaggagccc tcgtgtttgc 
cctgcctgtg tccgcttttg cagctcaatg 
aaggccagag agccgcgcag ttctctgcag 
gcaggcagaa ggacaccaag cgccctatgt 
ttctgactag ttcagactgc cacgccaacc 
aagtcctagg tgtttccatc tatgtttcaa 
acaaaacaaa aaaacgctgc caggttttag 
cctgccacca gggttctttt gaaatagtac 
catctaatca ctgaattgtc aggctttgat 
tgtgggaata agttataatc agtattcatc 



gaaagggaac gaggaagtag gaatgcccac 60 
ttaggacata cacaccatca cctttgaaag 120 
gtaactagaa ctacccagcg agtcgtccag 180 
ccctgtactg gagtcgtccc actattcctc 24 0 
aacatttttt aatgtaataa aaatatgcca 300 
attttgccta atacatattt attgtagatg 3 60 
tgaatcaatg gggtgggcca caggaaatgt 42 0 
ctggaccttt cttcccttcc cttggaggta 480 
cagtctgtag cttcccccct tgtataacct 540 
ttttgtaaaa gcatttcatt gacacgcgac 60 0 
ggtaagactg aaatcctgat gcttttcaca 660 
ctagccttgc catgttttgc cttttttttt 720 
ccacaacaga ggtggggaga cacggagcac 780 
ccccgtctcc aggccccagc tgttgaaact 840 
ccggacccta ggctgttcag ggaggcagct 900 
ctgtgcccca caaggatctc tctaaatggg 960 
tattaagtag taatgtgggg aaacccactg 1020 
ttcaaataaa tttcactgcc cagcctgcac 1080 
cctgacaccc aaaggggttt ttttgttttg 1140 
tgcccaggct ggagtgcagt gacgtggtca 12 0 0 
caagtgaccc tcctgcctca gcctcccaaa 12 60 
cctagcctat tttgattttt ttcttagagt 1320 
ttggacttgc gagccaccat gcctggctgg 1380 
cctgcaagaa acagatgcag tgcctgcttc 144 0 
cacctttacc tttgaacctc cccctgcctc 1500 
cagccatgac aaggaaagaa aagacaaagg 1560 
gtgcagatgc aggcagtgga ggtggcctga 162 0 
tgcttgtcat tcatgacgtg gtcttggagc 1680 
ccagaaaata ccccacatgc cagaaaagtg 1740 
tctgtccatc taccaggcct cgcgataaaa 1800 
aagcagttct ggtctcaaaa ccatcaggat 1860 
cacatgtaaa agggaatttg gctttcactt 1920 
tgataattgt agaaataagt agccttctgt 1980 
tctttgtttt ttgtcactct tttctctcta 2040 



24 



PF-0695-2 CON 

attgtgtcat ttgtactgtt tgaaaaatat 
aagaaaaaaa aaa 



ttcttctata aaattaaact aacctgcctt 2100 
2113 



<210> 23 

<211> 1652 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte Clone 1887020 



<400> 23 

gacgaggtgc tattcgagtg ctagtggtgg 
ctgggctctc agtaggtggg atttgtcagc 
ccctcttttc agccagcttt ctacggaaca 
ctcccctgga cctccggttc aacccctcgg 
ctgcagccat ggagagcaac gtgaaagtgc 
tgtctcctga tcagcttcgg aacaagtttc 
cgtcttatgg gatggaggac gaaggttggt 
ggcgaaaggt ccagtccttg ggagtccttt 
cttcatctca acgcatgttg accacagatg 
aagtccatgt gaagatggac cgcagcctgg 
tcaacgcagc cggagcctgg tctgcgcaaa 
cgcctggcac cctgcagggc accaagctac 
tgtggcactg cccccaggga ccaggcctag 
cctattttcg ccgggaagga ttaggtagca 
aggaagaacc ggacccggcg aacctggaag 
ggccccattt ggccctgagg gtcccagctt 
ccggctatta cgactacaac acctttgacc 
ttgtcaacat gtactttgct actggcttca 
ttgggcgagc tgtagcagag atggtactga 
ccttcctctt tacccgcttt tacttgggag 
catgtgtgct ctgcactggc tccactggct 
gctgcttcca tcttccccag tactgtgcca 
tctcaggcag gccattgcac ccatatggct 
atagcgagtg atgagcggga tcctaggact 
agggcaatcc atctggaggc ctgagcaccc 
accaggaaag actgcctctg accctcttag 
gggcagcctg gctcaggttt attgattttc 
tgtaattaac tccttccaaa aaaaaaaaaa 



aacgggacca cacgtattca caggcctcca 60 
agttctcatt gcctgagaac atccagctct 12 0 
tcaatgagta cctggccgta gtcgatgctc 18 0 
gctacctctt gctggcttca gaaaaggatg 24 0 
agaggcagga gggagccaaa gtttctctga 300 
cctggataaa cacagaggga gtggctttgg 3 60 
ttgacccctg gtgtctgctc caggggcttc 42 0 
tctgccaggg agaggtgaca cgttttgtct 480 
acaaagcggt ggtcttgaaa aggatccatg 540 
agtaccagcc tgtggaatgc gccattgtga 600 
tcgcagcact ggctggtgtt ggagaggggc 660 
ctgtggagcc gaggaaaagg tatgtgtatg 720 
agactccgct tgttgcagac accagtggag 7 80 
actacctagg tggtcgtagc cccactgagc 840 
tggaccatga tttcttccag gacaaggtgt 900 
ttgagactct gaaggttcag agcgcctggg 9 60 
agaatggcgt ggtgggcccc cacccgctag 102 0 
gtggtcacgg gctccagcag gcccctggca 1080 
agggcaggtt ccagaccatc gacctgagcc 1140 
agaagatcca ggagaacaac atcatctgag 1200 
tgcatcctgg ctgtgttcac agccttgttt 1260 
ggccttctcc ccctccccag tgtcctctcc 1320 
gggcaggcac aggcagtgag gccgaggcca 1380 
gatctgtagc ccatgctgat gtcacccacc 1440 
tggcccagga ctggcttcat cctggcactg 1500 
cagacagagc ccaggcatgg gagcactctg 1560 
gtctgtttac cctatccatt aatcaataca 1620 
aa 1652 



<210> 24 
<211> 1120 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte Clone 1911421 

<400> 24 



25 



PF-0695-2 CON 



agagcgccgg aagcggtccg agaatgaaga 
aggcgaatga ctccgatgtc cagccttcag 
ccttcctgaa gcgcagcacg ccccgcatga 
gcaaggcggt ggtcctggag tacttcaccc 
ccaaaggcct ctctgccagg caaaggaggg 
agcagagata cagccttttc ctccctctcc 
tgtgcagtgg gctcaagcca gacacgcagc 
cagatcttca cggggctatt atttcagtga 
ttacaggaat ccttctacag gaaacaaagc 
gcctgaaagt tatccccaag ctaaactgcg 
cctacattta cgggagcaaa ttccagcttc 
aagcgaaggg aacgattgac ctgtgaattc 
ctgaaaactg gacactccct aaatgtccac 
catttataga ccacctccag ccagtgacgc 
aggtcgcagc gtactaagtg aagaagtcag 
tttcattttg tgtgactccc atggggagga 
cactggttga cttgaatagg attattcgat 
tgctctatga taaatcagtt gcatctgtga 
gatcaaataa aggaggtatt gctgcaaaaa 



gtgtgatcta ccatgcattg tctcagaaag 60 
gagcacagcg ggccgaggcc ttcgtgaggg 12 0 
gcccgcaggc ccgcgaggac cagctgcagc 18 0 
gccacaagcg caaggagaag aagaagaaag 24 0 
agctgcggct ctttgacatt aaaccagagc 300 
atgaactctg gaaacagtac atcagggacc 360 
cacagatgat tcaggccaag ctcttaaagg 420 
caaaatccaa atgcccctct tatgtgggta 480 
acattttcaa aattatcacc aaagaagacc 540 
tgttcactgt ggaaaccgat ggctttattt 600 
ggtcaagtga acggtctgcg aagaagttca 660 
tttgccgtct aaggcagttg tttatgacag 72 0 
ctttcagtga agagatagtt aagccaattc 780 
tccgagttga ggatgttgaa caacatggga 84 0 
aggacagagg aatttctctt tctaggagat 900 
acagactggc aggaagcaca ccggggttaa 960 
ttttaaaaat acttttccat gttttctgag 1020 
taatacagta catatgtgga cataaacagg 1080 
aaaaaaaaaa 1120 



<210> 25 

<211> 1000 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte Clone 1911910 

<400> 25 

agtcctggaa agcgttgttg gcccggttgc 
ccggccctgc ggcatctcgc catggggagc 
ttcggagtgg acgaggagga gcgggtccgg 
gtggtgaacc gcatgaagga gcccagctct 
ggccttcaag atggcaactt gagagcccct 
agcagtggtg gccagcagcc ctcagggatg 
catgctgcta tccaggataa gctcttccag 
aagcactcca aggcatccct gcccacgggc 
tcagtccggc tggccaggga gctggagagc 
ttctacaagg agcagctgga gcgtattgag 
tcagagcaat tccatgaggc agcctcaaag 
gagcccgtct gctcagggtt gcaggcccag 
gaggtgctgc tgtgctcgga cctggtcaag 
aagggctgag gagcagacat cattccctgc 
gaccaatcat gggaccacag ccactgtgcc 
cccctgagcc tggggctgcc acgtgtttag 
aaataaagca gatgcctttg ttttcaaaaa 



tctggagccg ggtctcgggt ctggtggctg 6 0 
acggagagca gcgagggccg cagggtgtcc 12 0 
gtgctgcagg gtgtccggct gtctgaaaac 180 
ccaccccctg ctcccacatc ttctaccttt 240 
cacaaagaat ccacactgcc caggtcgggg 3 00 
aaggagggtg tcaagaggta tgaacaggag 3 60 
gtggcaaaga gggaaagaga ggctgccacc 42 0 
gaaggcagca tcagccatga ggagcagaag 480 
agagaggcag agctaagacg ccgtgacacc 540 
aggaagaatg ctgagatgta taaactgtct 60 0 
atggagagca caataaagcc ccgcagggtg 660 
attctccact gctaccgaga tcgcccgcat 72 0 
gcataccagc gctgcgtgag cgccgcccac 780 
cctggcagtg acttggagcc ctgaagaagg 840 
ctgccgtttc ctgctgggcc cctgcatatg 900 
gaaacaaagt atgcgctact gtctgaaaac 960 
aaaaaaaaaa 1000 



<210> 26 

<211> 2273 

<212> DNA 

<213> Homo sapiens 



26 



PF-0695-2 CON 



<220> 

<221> misc_feature 

<223> Incyte Clone 1928920 

<400> 26 

gggggtgaag cgatacgttt tgcccgcatt cggggcgcgc ggactggggg ggtccctgtg 60 
gggctcccgg agttaagatg gcgtcctcag cggaggggga cgaggggact gtggtggcgc 12 0 
tggcgggggt tctgcagtcg ggtttccagg agctgagcct taacaagttg gcgacgtccc 180 
tgggcgcgtc agaacaggcg ctgcggctga tcatctccat cttcctgggt tacccctttg 240 
ctttgtttta tcggcattac cttttctaca aggagaccta cctcatccac ctcttccata 300 
cctttacagg cctctcaatt gcttatttta actttggaaa ccagctctac cactccctgc 360 
tgtgtattgt gcttcagttc ctcatccttc gactaatggg ccgcaccatc actgccgtcc 42 0 
tcactacctt ttgcttccag atggcctacc ttctggctgg atactattac actgccaccg 480 
gcaactacga tatcaagtgg acaatgccac attgtgttct gactttgaag ctgattggtt 54 0 
tggctgttga ctactttgac ggagggaaag atcagaattc cttgtcctct gagcaacaga 600 
aatatgccat acgtggtgtt ccttccctgc tggaagttgc tggtttctcc tacttctatg 660 
gggccttctt ggtagggccc cagttctcaa tgaatcacta catgaagctg gtgcagggag 72 0 
agctgattga cataccagga aagataccaa acagcatcat tcctgctctc aagcgcctga 780 
gtctgggcct tttctaccta gtgggctaca cactgctcag cccccacatc acagaagact 84 0 
atctcctcac tgaagactat gacaaccacc ccttctggtt ccgctgcatg tacatgctga 900 
tctggggcaa gtttgtgctg tacaaatatg tcacctgttg gctggtcaca gaaggagtat 960 
gcattttgac gggcctgggc ttcaatggct ttgaagaaaa gggcaaggca aagtgggatg 102 0 
cctgtgccaa catgaaggtg tggctctttg aaacaaaccc ccgcttcact ggcaccattg 1080 
cctcattcaa catcaacacc aacgcctggg tggcccgcta catcttcaaa cgactcaagt 1140 
tccttggaaa taaagaactc tctcagggtc tctcgttgct attcctggcc ctctggcacg 1200 
gcctgcactc aggatacctg gtctgcttcc agatggaatt cctcattgtt attgtggaaa 1260 
gacaggctgc caggctcatt caagagagcc ccaccctgag caagctggcc gccattactg 132 0 
tcctccagcc cttctactat ttggtgcaac agaccatcca ctggctcttc atgggttact 1380 
ccatgactgc cttctgcctc ttcacgtggg acaaatggct taaggtgtat aaatccatct 1440 
atttccttgg ccacatcttc ttcctgagcc tactattcat attgccttat attcacaaag 1500 
caatggtgcc aaggaaagag aagttaaaga agatggaata atccatttcc ctggtggcct 1560 
gtgcgggact ggtgcagaaa ctactcgtct cccttttcac agcactcctt tgccccagag 1620 
cagagaatgg aaaagccagg gaggtggaag atcgatgctt ccagctgtgc ctctgctgcc 1680 
agccaagtct tcatttgggg ccaaagggga aacttttttt tggagaaggc gtcttgcttt 1740 
gtcacccacg ctggaatgca gtggcgggat ctcagctcac cgcaacctcc acctcctggg 1800 
ttcaagtgat tttcctgcct cagcctccca agtagctggg aatacaggca cgccaccatg 1860 
cccagctaat ttttgtattt tcagtagaaa cgggatttca ccacgttggc caggctggtc 192 0 
tcgaactcct gaccgcaagt gatccacccg cctccgcctc ccaaagtgct gggattacag 1980 
gcgtgagcca ccgtgcccgg cccaaagggg aaactcttgt gggaggagca gaggggctca 2 04 0 
catctcccct ctgattcccc catgcacatt gccttatctc tccccatcta gccaggaatc 2100 
tattgtgttt ttcttctgcc aatttactat gattgtgtat gtgccgctac caccaccccc 2160 
cccatggggg ggtggagagg ggtgcaaggc cctgcctgct ccactttttc taccttggaa 2220 
ctgtattaga taaaatcact tctgtttgtt cagtttttca aaaaaaaaaa aaa 2273 



<210> 27 

<211> 925 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte Clone 2170846 

27 



PF-0695-2 CON 



<400> 27 

cgcagaaaca gcctatagac gccacgagtc 
agctggaacc tccggctgtc agtgcgctta 
gcactatggc agccccgccg cagctaaggg 
gcaagcgccg ctaccacgct gcgttggccg 
atggagccaa aatccgggcc cctcacgcgc 
gcctccagga gaagctgtgg gccatactgc 
cacggtttgt gttcacctac aagggtctcc 
cctacccagc acacgcattc ctggcggcct 
acaataacat caacagccag atcaacatgt 
gccgcctggc tgtagagaag ggctacatcc 
tcactgcggt ggtgtggggg ctggtgctgt 
agccctcgct gcagtcctcc atgacctacc 
tctcagactt cctcatctat aacaagagcc 
ctggctgtgg ctcaagattt ggccccatgc 
gatcataggc ctcagactcc aactggtgtt 
cactgatttt aaaaaaaaaa aaaaa 



ggcggcgcta ccgaggggct gtgggcgcgc 60 
cagttcctaa ccccgaccct gcgcgcaccc 12 0 
ctctgctcgt agtcgtcaac gcactgctgc 180 
tgcttaaggg cttccggaac ggggctgtct 240 
tggtcatgac ctttctcttc cggaatggca 300 
aggccacata tatccactcc tggaacctgg 3 60 
gtgccctgca gtcctacata caaggcaaga 42 0 
tcctcggggg tatcctggtg tttggagaaa 480 
acctgttgtc acgcgtcctg tttgccctga 540 
ctgaacccag gtgggacccg ttcccgctgc 600 
ggctctttga gtatcaccga tccaccctgc 660 
tctatgagga cagcaatgta tggcacgaca 72 0 
gtccctccaa ttaatgcagc cctgaggtgt 780 
agaccctccc aaaggatact gccttctcaa 840 
atcccagggt tctgtttgct gaagtaaaaa 900 
925 



<210> 28 

<211> 1570 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte Clone 2176361 

<400> 28 

gggcctccgt ctccgacgct gacttcctca 
gaccagctcc tcccacacgg attctgtgta 
cagggcatcc ctcaggaact gcagcagtcc 
cggggtcacc gggagagggc aagaagccgc 
gcgcaaacat ggccgtgagg cgccagctcg 
gctccgagcc ggattccttc tgagcgattg 
gcgtccgtcg tggtcttctg atgacgcatt 
ccgcgaagtg gcggcctggt ggtattgagg 
acaggaataa gaatgtgaga cagaagacat 
ggagcgttcg cgagggacaa ggctttgctt 
acaagaaatt gctacggaag gaaaagaagg 
atcgataccc agataatctg aaacatctct 
aagcaagaaa agtcgaccat cctttgtcag 
agtgtagcat tgacgagcct ttatttgaag 
aagaacaatg tattaaaaca gtaaactcct 
catcaaatca aaaagcacaa gaagaatatg 
aacaagaatt cgagaggaga aaacaggaga 
agaaaatgga agtgtttaaa atactgaaca 
atgtacaaat ggagtacctt cttcaaaaaa 
acaggttaaa atatctgctg cctattaggt 
actaaatttg tcgacataaa ctggattgct 
tttttattat ggtaaaaaat tttctaaata 
tgaaggaagg ttggcctgaa gaactgaaag 
atgtaatact tttgtaccat atgagattta 
cagagctatc aatgaagcat ttcaatgaaa 



gcgcaccagc actgtctccg gtggcaagtc 6 0 
gaaatccacg gtatgtgcat tggaaatgga 12 0 
ctgcaacttg gcacgcagcg tgggcaggtc 180 
catgacgctc accctccgag gctgtaggtg 240 
gcccaaatta gcacaggcag gctcagtaga 300 
attgcttcgg cttggtgacg tattttgtgg 3 60 
agtcggctgc aatggcgccg gtgaggcggt 42 0 
cgcgtggtga aggggtttcc actgtcgggt 48 0 
ggcggcctaa ccacccgcaa gccttcgtgg 54 0 
ttcgaagaaa actgaaaata cagcaaagtt 60 0 
ctcaaacgtc actggaatct caattcacag 660 
atttagctga agaggaaaga cataggaagc 72 0 
aacaagttca ccagccgttg cttgaagaac 780 
atcagtgtag ctttgaccag cctcagccag 84 0 
ttacaattcc aaagaaaaat aaaaagaaaa 90 0 
aacagataca agccaaacgt gctgctaaga 960 
gagaagaagc ccaaaggcag tacaaaaaga 1020 
aaaagactaa aaagggccaa ccaaacttga 108 0 
tacaagaaaa atgttaaaca ttttgttcct 114 0 
tcttctgtga catgtgcctc ccagcagtga 1200 
aaactatgct aaatataaga tgttcacata 1260 
tgttctacat gtttcttatt tatttgcctc 1320 
aacctcttat tttgcaagac aggcccaagc 1380 
tatgaaataa attttttaaa aataaggaat 144 0 
tatttcaatt tagtaaacag ttacgttgtt 1500 
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PF-0695-2 CON 

ttaaaattta ttttaatgat gagggaggca aagactcctc ttggactttt tatttatttt 1560 
aagtacatgt 1570 



<210> 29 

<211> 1868 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte Clone 2212732 



<400> 29 

tcaccatgag gatccagccc ttggtaaggc 
ccatgaggtt ctggcaggcc cagatgagca 
tggggaggct agagatcggg agccagcaga 
taaccttgag tcccctctgc ctgaagctag 
actgcctgaa gtagagacaa taagggcatg 
caggacccga cagcctgagc cagatttcta 
acagacaccc atcatcaccc agagcactaa 
catcctcttt cttcagtgga aggtgaagct 
tgagctcatg gcccatcttg gaaactgcct 
gggacttcag cttaattttc agcagaatgt 
ggccacaggt ctggatgtca atgtgcgatt 
cgagtgcagt gtctttgacc tgctaggcat 
acagcagagt cctgaggctg tgcgtgcagt 
gaggatcatc acctgcaaac actccagtga 
agagcagttc ctggagacca ccgcggccca 
agcagctgct aaggagggtg aacttagcgt 
gactaagcat aagagtcact tatacctact 
gcaagtcgta tgggagagcc tgcacaatgt 
ctttcacctg agtcattccc tgggcaaggg 
agaaaagcag ctgcaggtag accaggacta 
gccacgaggc ccgctggggc ttaccgactt 
gtatcaacag cagcaggcag cgcagccagt 
ggggagagga gccacatctg gacgcccagc 
gtcagactgc attctgctgt agctctgccc 
gaggctatgg ctagttggct tgctcccccg 
atttatggac tgttggggat gagagcaggc 
ccttgacctc acgtgctgct gccttctctg 
gggtttctgg ttctcaactc ccggtccctg 
ctggggtgag gtccctatcc agaatgcatc 
gctcctgatc acctaggcag gcctgtctcc 
tctcttattt gtaatgcctt cctggggttt 
aaaaaaaa 



cgggactgca gaagcagtca tccctgaaaa 60 
ccctcaggac acagatgcaa gagatgctga 12 0 
ccaagctttg ctgcttagcc agtgtgggga 180 
ctcagctcca ccggggccaa cccttgggac 240 
ctccatgccc caggagcttc ctcagtcccc 300 
ctgtgtcaag tggatccctt ggaaaggaga 3 60 
cggcccttgc cctctccttg ccatcatgaa 420 
ccccccgcag aaggaagtga tcacatcgga 480 
cctgtccatc aagccccagg agaagtcaga 540 
ggatgatgca atgacagtgc tgcctaaact 6 00 
cacaggcgtc tctgattttg agtatacacc 660 
acctctgtac catggctggc ttgttgatcc 720 
tgggaaactg agttacaacc agctggtgga 780 
caccaacctc gtgacagaag gcctgattgc 840 
gctgacctac cacggactgt gtgagctgac 900 
ctttttccga aacaaccact ttagcaccat 960 
ggtcactgac cagggctttc tacaggagga 102 0 
ggatggagac agctgctttt gtgactctga 1080 
gcctggagca gaaggtggga gtggctcccc 1140 
cctgattgct ctgtccctgc agcagcaaca 1200 
ggagctggcc cagcagcttc agcaagagga 1260 
gcggatgcgg acgcgggtcc tgtcactgca 132 0 
cggggagcgt cggcagaggc cgaagcacga 13 80 
cagtgccagg ctggcctgcc ccttcttcca 1440 
cctccacccc tgagatgtgc tggataactt 15 00 
aacaaatgcc aaggtcagac ttggtaatgt 1560 
cctcccaccc agggcaacac taggattggt 1620 
aatagtcaca cgtatgtaca gactgaggct 1680 
tcttctgctt cccatccctg ctgcctggat 1740 
agttgtttca gagcttaatt tgggtttcta 1800 
ggaaataaaa cttctggccg ggcaaaaaaa 18 60 
1868 



<210> 30 

<211> 1401 

<212> DNA 

<213> Homo sapiens 



29 



PF-0695-2 CON 



<220> 

<221> misc_f eature 

<223> Incyte Clone 2303457 



<400> 30 

ccaagctgca gctggcaggg attgcggggt 
cgccgcgaag tctgtctgca gccaaaatgt 
acctgccgca gttacagaat ctaatcaagc 
tacagcagta taatcactac aaatccaatg 
ccagcaaaga actagcagag ctggtgatgt 
agtacctaag taattttcct caagaggtga 
tggatccaga tctgcgaatg acattttgca 
tcatcaatcc atcaagcctg ctagaactct 
ttctgcgaaa gactttatac acacatattg 
acaagaacaa taaagtgaat gtagtattgc 
gcaatgcaac cgcagccaag atgtctttag 
tctggaatga tgcaaaaact gtcaatgtta 
agatattagt tgccgctttg acattctttc 
gtgactccga atctgaggat gatggaccaa 
cagggaagaa aagttccaaa aacaagaaaa 
aacaaaaaaa gaagaaaaaa ccagaggtgt 
atccccaaga ttttgcggaa aaactactaa 
aagtgaagat gatgctcatg aaccttatct 
tcttcaattt ctatcccttt ttgaaaaggt 
agatccttct gtttgttgaa aaagattctc 
catggttaat gcttggggaa aaaatttttt 
tgacagttgg gaatttaatg gttaaaagag 
ggggaaatag tgttggaaga aatttttttc 
accccccagg cgggtgtgta t 



gccggccgtc tgagtttttt taaaactgct 60 
ccaacagaaa caacaacaag cttcccagca 12 0 
gagacccgcc ggcctacatc gaggagtttc 18 0 
tggagatttt caaattgcaa ccaaataaac 240 
ttatggcaca gattagtcac tgctacccag 300 
aagatcttct ctcctgcaat cataccgtat 360 
aagctttgat cttgctgaga aataagaatc 42 0 
tctttgaact ttttcgttgc catgataaac 480 
tgactgatat caagaatata aatgcaaaac 54 0 
aaaatttcat gtacaccatg ttaagagata 600 
atgtaatgat tgaactctac agaaggaaca 660 
tcacaactgc atgtttctct aaggtcacca 72 0 
ttgggaaaga tgaagatgaa aaacaggaca 780 
cagcaagaga cctgctagta caatatgcta 840 
agttggaaaa ggcaatgaaa gtgctcaaga 900 
ttaacttttc agccattcac ttgattcatg 9 60 
agcagcttga gtgctgtaag gagaggtttg 1020 
ccagattggt gggaattcat gagcttttcc 1080 
ttctgaagcc ccaccaaagg gaggtaacca 1140 
atcacttagt accccaaggg ttttttaatt 1200 
ttaacggaaa aaaatctggg aaaatgttaa 12 60 
gggtatataa acgctccaaa gtgttccttg 1320 
aaaaaaatcc agggggctca agttaaaaaa 1380 
1401 



<210> 31 

<211> 1409 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte Clone 2317552 



<400> 31 

gtcggggctg cgccgtacaa cttccggctg taaagatggc ggcttcctag tgagtcggcg 60 
gctgatttag aaggaggttc aggctacggt gagccgaagc cacacaggag ccatggaagt 12 0 
ggcagagccc agcagcccca ctgaagagga ggaggaggaa gaggagcact cggcagagcc 18 0 
tcggccccgc actcgctcca atcctgaagg ggctgaggac cgggcagtag gggcacaggc 24 0 
cagcgtgggc agccgcagcg agggtgaggg tgaggccgcc agtgctgatg atgggagcct 300 
caacacttca ggagccggcc ctaagtcctg gcaggtgccc ccgccagccc ctgaggtcca 360 
aattcggaca ccaagggtca actgtccaga gaaagtgatt atctgcctgg acctgtcaga 42 0 
ggaaatgtca ctgccaaagc tggagtcgtt caacggctcc aaaaccaacg ccctcaatgt 480 
ctcccagaag atgattgaga tgttcgtgcg gacaaaacac aagatcgaca aaagccacga 540 
gtttgcactg gtggtggtga acgatgacac ggcctggctg tctggcctga cctccgaccc 600 
ccgcgagctc tgtagctgcc tctatgatct ggagacggcc tcctgttcca ccttcaatct 660 
ggaaggactt ttcagcctca tccagcagaa aactgagctt ccggtcacag agaacgtgca 72 0 
gacgattccc ccgccatatg tggtccgcac catccttgtc tacagccgtc caccttgcca 780 
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PF-0695-2 CON 



gccccagttc tccttgacgg agcccatgaa gaaaatgttc cagtgcccat atttcttctt 84 0 
tgacgttgtt tacatccaca atggcactga ggagaaggag gaggagatga gttggaagga 900 
tatgtttgcc ttcatgggca gcctggatac caagggtacc agctacaaat atgaggtggc 9 60 
actggctggg ccagccctgg agttgcacaa ctgcatggcg aaactgttgg cccaccccct 102 0 
gcagcggcct tgccagagcc atgcttccta cagcctgctg gaggaggagg atgaagccat 1080 
tgaggttgag gccactgtct gaaccatccc tgtacatctg caccttcttg tgcaaggaag 1140 
tccttggcct aaagccttgg ttctcaaact gggttccttg ggacctccgg ggtggggggg 12 00 
ttccaggagg cacgtagggt accttgcagg gtcctaggag ggaaacccag gattccagga 12 60 
gggatcccag gaactgtggg cacccatttt ctgtgtctcc cagcccattt ccactcctag 1320 
tttgtcatgg ataatttttg ttcttccctg tgtgattttt gccatcaaaa taaaaatttg 1380 
agactcgtta accgaaaaaa aaaaaaaaa 14 09 



<210> 32 

<211> 1888 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte Clone 2416366 

<400> 32 

tgtgattcgg agagtgagga tccctcaagg 
ctactcaaac cccgagtcag tgactctgag 
gactcagaaa ctgaggatgc gtccagacac 
gacagggaga ataagggaga ggatacagaa 
catatggaca gaaaaaagtt tcacagttct 
aaaatggaca gtgatgaaga tgaaaaagag 
gctgctgtgc tttctgatag tgaagatgaa 
gtctctgatg cagatgactc tgacagtgat 
aagaccatag catctgacag tgaggaagaa 
gaagagaagg atctgtttgg gagtgacagt 
gcagacatat ttggagaatc tggtgatgaa 
gaagatctgg aagaagaaaa aggtgaaaca 
gatgataaca taaagagagg aaaacatatg 
cagcgaaaaa agagcatgag tggcaagcgc 
agtgatgcag acgacgtcgt gagtgccatg 
gacagacagt tgaacaatca aaaaaagcca 
gtagttatgc accttaagaa gcaggacctt 
tctgccatca aagaatggct ctcacctcta 
cgggaggagc tgctgaagat cctgcaagag 
catagtggga ttggacgagc agtgatgtat 
aacaaggaca tggcagggaa attaatcaat 
tcaaactaca aaggaatgac aagagaagaa 
caacgacgaa gaatgaacag cactggtggt 
ctgacaggag aggagaaggc tcttagacct 
gtcccaatgc cttcaaacaa ggactatgtt 
tcatccaggt ttcaggcgac ctccaagaag 
aagttcacag atataaggaa aaaaagcaga 
ggcaacaaaa tgccattgtg accttgcctg 
gcgcaatgga ctctttggag aaagaagata 
ggttcagcgt gtatcagatg ttgtcatagg 
cgttgtgtac tttgtacaaa ggaatactag 



aaccaggcta gtgattcggg aaatgaggag 6 0 
agtgaggggc ctcagaaggg gcctgccagt 12 0 
aaacagaagc cagagtcaga tgatgacagc 180 
atgcagaatg actccttcca ttcagacagc 240 
gatagtgagg aggaagaaca caaaaagcaa 3 00 
ggtgaggagg agaaagtagc gaagagaaaa 3 60 
gagaaagcat cagcaaagaa gagtcgtgtt 42 0 
gctgtatcag acaagtcagg caaaagagag 48 0 
gctgggaaag aattgtctga taagaaaaat 540 
gagtcaggca atgaagaaga aaatcttatt 600 
gaggaagaag aatttacagg ttttaaccaa 660 
caggtaaaag aagcagaaga ttcagattct 72 0 
gactttctgt cagattttga gatgatgttg 780 
agacggaacc gcgatggtgg cacctttatt 840 
atcgtcaaga tgaatgaagc tgctgaggaa 9 00 
gcactgaaaa aattaacttt actgcctgct 960 
aaagaaacat tcattgacag tggtgtgatg 102 0 
ccagatagga gtttgcctgc actcaagatc 1080 
ctgcctagtg tgagccagga gaccctgaag 1140 
ctctataaac accccaagga gtcaaggtct 12 00 
gagtggtcta ggcctatatt tggtcttacc 12 60 
agggagcaga gagatctaga acagatgcct 1320 
cagacaccca gaagagacct ggaaaaggtg 13 80 
ggagatcctg gattctgtgc ccgtgcaagg 1440 
gtcaggccca aatggaatgt ggaaatggag 15 00 
ggtatcagtc gactggataa acagatgaga 15 60 
tctgcacacg cagtgaaaat cagcattgag 1620 
gaatgtgtcc ccatctctac tctaagaaat 1680 
ttttaaaaca tttttagtgt gtctgtaaat 1740 
actcacattt ctctcagtta tatttaaaac 1800 
tcatacttct ataaacttta cacaataaaa 1860 
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PF-0695-2 CON 

tttcattctg gttaaaaaaa aaaaaaaa 



<210> 33 

<211> 1897 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
<221> unsure 
<222> 1892 

<223> a or g or c or t, unknown, or other 



<220> 

<221> misc_f eature 

<223> Incyte Clone 2472980 



<400> 33 

ttattgaaga catggccgcc gcgtattttc 
cagtcaacac ttttgggaag ttaggatgtg 
ccagaaacct cagcgctcac aagatctcag 
atgttccttc agaaagaatt gcaactcaga 
accactttgg ccctggctgt gtgggtgtgc 
tgaggttctc acaccaggcc tccggatttc 
ccttgacaag ttccgaactc ctttatatat 
tggtgttcag tgtacggtgc tgggctcgag 
catggattac aaatttctcc cttacaatga 
cccctattct tccaacacta gattccttaa 
taatagaagg caacaactgc acatttgttc 
acacagaaac attagaatta ctactgaagg 
tcgataaaaa ttccataaat attcgacagg 
ctctgtacat tcagaatcca tttgaaactt 
gccagctgca aaaatttgta gatttggccc 
atacagatcg accttccata tcaagtaatc 
catctgctcc aaacagaaag tcctttacca 
cagtcaaaaa cttgctagaa tctttaaaag 
gtgggaagag aacaattagt actcagacat 
cttagcctat caaatggtct gtggacttac 
tctcagcttt catctgatgt cacttttcat 
tgaagttctg ggatgttttc agtttgatca 
atcagctgtg gagtgtggcg gtgcacacct 
ggaggatctc ttgagcccag gattttgaat 
tctaaaaaaa atgaaaataa acataagcca 
gctttaacta aataggtaaa tatactaaac 
cattgttgat atccacatca gtccctgttt 
tacagtacgt tggcaatgaa tacattaagc 
atatttgtat ttttcaagcg aagttctctt 
tgatatcaaa aaatgtttat gtttttagaa 
ttccaaacca aatatgatga catcaataga 
tatggtcaaa aataaaattg tgttctactt 



cagactgcat agtcagaccc tttggctcct 60 
atttggacat gtttttggat ctagatgaaa 12 0 
gaaattttct gatggaattt caagtgaaaa 180 
agatcctgtc tgtgttagga gagtgccttg 240 
aaaaaatatt aaatgcccgg tgtccgctcg 300 
agtgtgattt gactacgaac aataggattg 360 
atggtgccct agactcaaga gtgagagcct 420 
cacattcact aacaagtagt attcctggtg 480 
tggtcatctt ttttctccag agaagatcac 540 
aaaccctagc agatgcagaa gataaatgtg 6 00 
gtgacttgag tagaattaaa ccttcacaga 6 60 
aattttttga gtattttggc aattttgctt 720 
gaagggagca aaacaaacct gattcttctc 7 80 
ctctcaacat aagcaaaaat gtaagtcaaa 840 
gagaaagtgc ctggatttta caacaggaag 9 00 
ggccctgggg gctggtatcc ctattgctac 9 60 
agaagaaaag caataagttt gcaattgaaa 102 0 
gtaacagaac agaaaatttc acaaaaacca 1080 
gatggctgct acattgtgta aagaactggg 1140 
ttggaaaaac tgatttgaaa ctttcacaga 1200 
gatcttctca ttggccccct taacctggtc 1260 
gtctgatact cagtggcact ttattaaaac 132 0 
gtagtcccag ctgctcagga ggctgaggca 13 80 
ccatcgtgga caacatagca agattccatc 1440 
caaggaatgg gtgaaagatt attgtaatgt 1500 
aaatgctaaa actcagtttt aggatgaaac 1560 
agaaaacatt taaaatgact tttagttatg 1620 
ttcaaaattt ggtagtgctc tcgaatatgt 1680 
attcacatat aaattaaagt gggttggtac 1740 
cagacatttc agtcactgca ttcttaggta 1800 
ttgcatttta aaaatattgt ttgatttttc 1860 
tnctggt 18 97 



<210> 34 



PF-0695-2 COM 



<211> 1132 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte Clone 2541640 

<400> 34 

gtggagcctc gaacccgaga cgctagaccc 
gcagaggcag cgagaccact cctttcttgg 
gtgaactcct ctcagggtgg ggggctggta 
agggtccttt gtcggaggtg tccctgccct 
aggcttctcc ctcctccctg gcctcctgtg 
cccaccccac acttacacag gtccccacac 
cccactcacc ctggggccgg gactggggtg 
gctgggaccg gcgcctcctg ctccctcttt 
aggacaggac aggatggctg agaggggcta 
gaccctgctg gctggctccg cccttgggaa 
tgtggccctc actctttagc taaatttcca 
ccacatcctt tatcgaggaa gctgggggat 
gtctggagcc tagatccact acgcactaac 
gagggaggtt tggtgctgga gtttaagggg 
ctctgccacc gctcaccttg gacaaatcat 
tgtcaacaaa ggcggccagt ccagctgacc 
ttggaacggg gtctctctac atagcccagg 
ctcacacctt agcctcctga gtagctggga 
catattacag agaaccaaaa aaacccttgt 



aatttggtgc ttatgggagg agtgggagtg 6 0 
cccaccattt ctctcaccat ttttactgca 120 
cagaggcaac tccgctttca taactctcac 18 0 
cctaccccag cgtggtggga gtgcgacgcc 24 0 
cctccagcct ccacatctcc tgagatcctc 300 
gcccctggtg cccctaaacc gccacccaac 360 
tcagagctga gccagggacc ttgggaggtg 42 0 
cattttccct ttcggatttg gccaggatgg 480 
gcgctccccc ttctcttaaa ggaacagggt 540 
caggcacgga ccacgcccct tgctgggctc 600 
tctggaaatg ggggaggggg gtaaccagag 660 
tcctagaagc ccttcccaga cagaccctca 72 0 
catgccctgt gaagatggtc ttcggggaca 7 80 
cagcaaacat ctaacagctt ctggttccag 840 
tcggcggtac tgagccaggc tttcctgcct 9 00 
cccaagtttc cttccagctt tacatctttt 960 
tcgatcttga actcctggct tcaagtgatc 1020 
ttctctactt cttaatattg aattcccaac 1080 
gcctgcaaat aaataaaaaa aa 1132 



<210> 35 

<211> 1763 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<221> unsure 

<222> 1612,1613, 1737, 1745 

<223> a or g or c or t, unknown, or other 

<220> 

<221> misc_feature 

<223> Incyte Clone 2695204 

<400> 35 

aggctacagc tagggctgct cagtaactgc cccaaccact accacgtccc caagtgcaac 60 
gggacccacg gaactacagg gtcctgctga gctcaggagc tgcacggaat ggtggcagtc 12 0 
accttgccag tgcagcaggc atggatcaga ctgcaagcta ggggcacgag gcatcagttg 180 
ggaagagggg acgcacagct aggcttgagg cctcttcatc gggatgtccc caggcccccc 240 
agcccaggcc cagcataaag gccgtgttgg ggggcccccc tgacccaagg ggggcttcat 3 00 
gcgccacgtg caggcggagc gtagtccatc ctcagagccg gacgtggccc ttcacagcct 3 60 
ccagtcaggc agggggccct ccagggtggc ctgctcatgg gctacagccc agcagggggg 42 0 
gcgacatccc ccggggtcta ccaggcccct gccccaccaa gcgaaggctg cttcctgctg 480 
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PF-0695-2 CON 



gagaagcccc agatgtcagc 
ccctgggcca ccctactgct 
acctgctgcc tgggcccaaa 
ggaggctgaa aggagcccgt 
caggcctgct gagccccccc 
tgctgggcaa ctttgaggaa 
agggcttcac agcagaaatt 
ctgtcactgt cacattcttt 
tcgtggatct gaaccccttg 
aagtgacctt atttaacccc 
tctcggacat gcctgctgcc 
tgggtgagga gggaaatgct 
ggttccggag ctcccgctca 
cccgccggag cctggagctg 
cccctcataa tccacgttat 
gctaatgacc tgcccatcct 
cccttcaggc ttgaattaaa 
ttaaagcttc tgattcttac 
ctcccttggg tttcccagga 
tttctcaagt tcccaggcaa 
ttgttatttt atttattttt 
cacanctgat aattggcatc 



tctgaggaag aggggccagc 
gccaacagtt ctgatgccaa 
gagcctgttt tggacccaac 
cgcctgaagc tgagccccct 
agtgcctccc ctgttcctac 
tcattgctgc gaggacgttt 
ggagctagtg ggtcatactg 
gatgtttctg agcaaaatgc 
gggaggaagg gttacagcgt 
aaccagactg tggtaaagat 
cacatgacct tcctgcgcca 
aaccccaccc accgcctcct 
ggccgcttaa gcctgcatgg 
gacacagggc tcccctacga 
tcacctttgc cctgattgcc 
gctccatctt agagaacata 
gccctcacca tgctcacgcc 
tacaccctgc cctacttcgg 
cagcttaggt agtagggagg 
gttatgccag cgttgcctcc 
aatttataat ttattcaatt 
act 



ccctcggagg cgccggggat 540 
agccacaccc ttctggagcc 600 
agactgcggt cccatggggc 66 0 
tcgaagcctc cggaaggggc 720 
ccctgctgtc agccgtaccc 780 
tgcaccatct ggccacattg 840 
cccccagcac gtcacgctgc 900 
cccggctccc ttcctgggca 960 
gcccaaggtg ggcaccgtcc 102 0 
gttccttgtg acctttgact 1080 
tcgcctcttt ttggtgcctg 114 0 
ctgctacttg ctgcacctca 1200 
agatatccgc ctgctttttt 1260 
actgcaggct gtgaccgagg 132 0 
agcactctga acccatgcgg 1380 
tatggagaga cagcaagaga 1440 
caaatggatt atttgggtgt 15 0 0 
gtactccatg tgcctgtccc 1560 
aactggagct annctgagat 1620 
ctgtcctggg caggggccac 1680 
ggattgcctt ggtaaantcc 1740 
1763 



<210> 36 

<211> 2110 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte Clone 2805526 

<400> 36 

cagagaacgc gctcgcgtag aggaattccg ggtcctcctc ctcgccctac cttggtttac 60 
ctgcagccgc ctagtcctct tctccttctc tttgatgatt cagggcctcg gcttccctca 120 
cgatattgca gaaagacaca gctttcctct tcctctccaa accacctcga agcaggggca 180 
taattggaat atcatttgga gaaagtgtca tggaagttct gcgtccacag cttataagaa 2 40 
ttgatggccg gaattacagg aagaatccag tccaagaaca gacctatcaa catgaagaag 3 00 
atgaagagga cttctatcaa ggctccatgg agtgtgctga tgagccctgt gatgcctacg 3 60 
aggtggagca gaccccacaa ggattccggt ctactttgag ggcccccagc ttgctctata 420 
agcatatagt tggaaagaga ggggacacta ggaagaaaat agaaatggag accaaaactt 480 
ctattagcat tcctaaacct ggacaagacg gggaaattgt aatcactggc cagcatcgaa 540 
atggtgtaat ttcagcccga acacggattg atgttctttt ggacactttt cgaagaaagc 600 
agcccttcac tcacttcctt gcctttttcc tcaatgaagt tgaggttcag gaaggattcc 660 
tgagattcca ggaggaagta ctggcgaagt gctccatgga tcatggggtt gacagcagca 72 0 
ttttccagaa tcctaaaaag cttcatctaa ctattgggat gttggtgctt ttgagtgagg 780 
aagagatcca gcagacatgt gagatgctac agcagtgtaa agaggaattc attaatgata 840 
tttctggggg taaaccccta gaagtggaga tggcagggat agaatacatg aatgatgatc 9 00 
ctggcatggt ggatgttctt tacgccaaag tccatatgaa agatggctcc aacaggctac 9 60 
aagaattagt tgatcgagtg ctggaacgtt ttcaggcatc tggactaata gtgaaagagt 1020 
ggaatagtgt gaaactgcat gctacagtta tgaatacact attcaggaaa gaccccaatg 1080 
ctgaaggcag gtacaatctc tacacagcgg aaggcaaata tatcttcaag gaaagagaat 1140 
catttgatgg ccgaaatatt ttaaagttgt ttgagaactt ctactttggc tccctaaagc 1200 

34 



PF-0695-2 CON 



tgaattcaat tcacatctct cagaggttca ccgtagacag ctttggaaac tacgcttcct 12 60 
gtggacaaat tgacttctcc tgaggtggat cttggaaagc actagaaact aaacatcttc 1320 
accaggtgct gaagaaaagt gtcttcgttt taattgccaa gcagggatgt ggacatttgg 13 80 
atggtgactt tcctgggtgg ttccccatag attcaccatt gcctctaatg gtgtctacac 1440 
ccgtcatact accagctgag atggtggtgg gcataaggag aatttgtgcc tataaccctt 1500 
agtgtgttct ggtttttttt cttttaattt ttaaattgtc gtaaaatact cataaaacat 1560 
actgtcttca ccatttttaa gtgcacagtt cagtaacgtt aactgttaat acattcataa 162 0 
tgctgtgtgg ccgtcaccgc cgtccatctc cataggcttc tcagcttgta aaatggaaac 1680 
tgtacccatt aaacagtaat tcccactcct cccagccccc gcagccacca ttctgctttc 1740 
tgtctctctg gttttgacta ttctcagtat ctcatataag tggaatcata cagtgacttg 1800 
tctttttgtg actggcttat ttcacttagc ataatgtcct caaggttcat ccatgttgtg 1860 
tcaggtgaca ggatttcctt cctgtattat acatataatg gaatgttccg ttacatgtgc 192 0 
gtaccacact ctgttcctcc atcagtgaac acttggcttg cttcctcttg actattggga 1980 
gtagtgctaa tacagacacg ggggtgcaaa tatctctttg agactctgcc tttaattcct 2040 
ttaccaccca gagttttatc tttagcaaaa taaccattaa agttgtttgc cttttaaaaa 2100 
aaaaaaaaaa 2110 



<210> 37 

<211> 1493 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte Clone 2850382 

<400> 37 

tggcggtggc gcggaccacg gcaggagcgg accgggcccg gggctgggcc ggcgtcgaac 60 
gcagcgaagg ccggaggatg gaaccaggtg aggagctgga agaggagggc tctccaggtg 12 0 
gccgtgagga tggcttcacc gccgagcacc tggctgcaga ggccatggca gctgacatgg 180 
acccctggct agtgtttgat gcccgcacaa cgcctgccac tgagctggat gcctggctgg 240 
ccaagtaccc accatcccaa gttacccgct atggggaccc cggttcaccc aactcagagc 3 00 
ctgtgggctg gattgcagtg tatgggcagg gctacagccc caactccggg gacgtgcagg 3 60 
gcctgcaggc agcctgggaa gctctgcaga ccagtgggcg gcccatcaca ccgggtaccc 42 0 
tgcgccagct cgccatcacc caccacgtgc tctcgggcaa gtggcttatg catctggcac 480 
cgggcttcaa gctggaccac gcctgggctg gcattgcccg ggccgtggtt gaaggccggc 540 
ttcaggtggc caaggtgagc ccacgtgcca aggagggtgg gcgccaggtc atctgtgttt 600 
acacggacga cttcacggac cgcttgggtg tactggaggc ggattcagcc atccgtgcag 660 
cgggcattaa gtgcctgctc acctacaagc ctgatgtcta cacctacctg ggcatctacc 720 
gggccaatcg ctggcacctc tgccccactc tctatgagag ccgtttccag cttgggggta 780 
gtgcccgtgg ctcccgagtg cttgaccgtg ccaacaacgt ggaactgacc tagaggggcc 840 
aaattgggga gactgcccac tcccccctcc atgctggggt tggatcctcc tgtcttcctc 900 
cttgtcccat gaaggccaca ccccccagct ctggggactc ctaggtcact tgggaactac 9 60 
ctgcatcttc agtccccttg aacttctgcc ctctgttcag ggctgacaca agccccacag 1020 
gctggggggc tccggttccc tgagggatga gccttcagcc tccctttgta atgctgctcc 1080 
tctccactgc ccagcaccat gagttgggtg cagacaccta gaaggagaga cttcttggaa 1140 
cgctcatccc ccgctatacc tccccttcct cctgcatctc cccttctttc cttccccctc 1200 
aggagagaga aaacttagtg cttccagccc ttcttggagc cttcatggtc caggggtagg 1260 
ggccccactg gcctgagcat gccattttga ggggagggta gttgtgccta cttatcccct 132 0 
ggcagagggg atgccaggac catggacatg aggcttgccc atccctgcca acttacacag 1380 
cctgtaccac tgtcccccct tccttggcta ctttgacatg tgcctgctcc tggcatttca 1440 
ataaaacccg gcttgggtct gtgtcttgag tgttttttaa aaaaaaaaaa aaa 1493 



35 



PF-0695-2 CON 



<210> 38 

<211> 2930 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte Clone 2929276 

<400> 38 

tggagagcgg ggagttgtgt ccaccttgcc 
aggcggacgg cgagcgcccg gtgtccgcac 
tgtcatcctc actcgggacg cagggaccgt 
ccctaggact tcatgtctat atatttcccc 
aagatgactg aggtgatgat gaacacccag 
aaggatggcc tttcctacca gatcttccca 
ctgaaggacc gtctgccctc catagtggtg 
gagctccggt ggccccctga ggagttcctg 
gagacagcga aagaaaataa agagcagtag 
gccagcatct gttcctgaac tgtgtttttc 
aattgttctg aaaatgtcaa acgaggcttc 
tttcttttct tttcttgcct tttttttttt 
aatttgcaag gccctctgag aaaggaagct 
gagcgagtgc tgtttttgag atcattatct 
gggattccaa tgggtcttgg tgggtgggag 
tttggggtaa gaaaacaaac atgaggcaaa 
gagcagagaa ctgcagccag gatgcgctca 
agaaaacaaa gtcttcatct ctctctccag 
caggtgtgtt ggtctatatg acagggagga 
ctgcaaagcc agcfeggaggt gaagtgcagg 
gcctctctgc tcccagctgt ggtaggctca 
agtgcttttc agcttttctc cctgatatat 
agtgagagca cttcctgccc ttgttggaag 
ctcccttaac tgctgccctt ccaagacttg 
ggctggccct tccttctcct caccgccacc 
acatgggtcc ccagctcacc tatggattcc 
cccatggggg atcttggtct gtttttcttg 
tttatgtgtc ttgttgggga ggtgacttgc 
tgggatcgag tttgagacta aaggatgtca 
ccggacaagg gcagaaggga ggcatggcaa 
tcctcatccc tccccacctc ccactgcttc 
ggcctttgga cttaggattt cttattgtag 
gacaaatgct tcagtccgcc gagagcagta 
tccttgagct aaactcggcc aaccaaggca 
tccaggttga ccctcagttc tggacgtgtg 
ttgtggctct ggggatgcca gggcaggagg 
cggaattccg ttctgggaag ccaatggtcg 
ctgcctgtgt gacacacatc aatggcaata 
aggccggcag cctgcaccga gaggggcttt 
ttggctgcag agagtggttc atccatactc 
gtcttgcctt ttcaattcct gtgttttggt 
tgtcctggtc ttgctgtgtg atgggaacat 
tgtatgtgtc tgtttatggg ggtggtttat 
tgaccgtttg cagtctgagc aggccagggg 



gacgtcgcta gccgtggggc tgtcctggga 60 
tcggccgcct gccgtgcccg tctgcgcccg 120 
ttttaaatca caggggcgtg tgtcagcctg 180 
attcactgcc ccgactatct gagatcggcc 240 
cccatggagg agatcggcct cagcccccgc 300 
gacccgtcag attttgaccg ctgctgcaaa 360 
gaacccacag aaggggaggt ggagagcggg 42 0 
gtccaggagg atgagcaaga taactgcgaa 480 
agtccctgtg gactcccatg ggtcatacca 540 
ccatcatgac ggaagaagag agtgagccgc 60 0 
tgttttgcac ctgcagatca ccgagttggt 660 
gaaatttgcc gagcagtgga gccctctgac 72 0 
gcttagagcc agggggttag tgggtgaggg 78 0 
gaactcaggc agcctagtag aggcagtggt 84 0 
gtggggcatg tgcaaagcaa gcaaggaaca 900 
agaaaaaata catgttttta agaaaacatt 960 
gcagacattc actctggctg ctgggacatc 102 0 
tttcacccac cccacccttt gctttcattt 1080 
gagtaaagga gagcaggagc aattggctgc 1140 
aaaggaaagg tcaccccatt ctactccatg 1200 
catagccagt gtgatcggtt tttaagaggc 1260 
ccattttgct tcccagcact ttttaggagt 1320 
ccccagggtg gacactcagc acgaaggtct 13 8 0 
ctcccgagat ggagtgggcg tggtcttcca 144 0 
ttccctgccc cagccccagc agccatgggt 150 0 
cgccagtctg cccagctgca gtactcacgc 156 0 
tgggagccta gtggagagca gacgtggctt 162 0 
atggtgggga caaggctgtc gtggcaacct 1680 
tgagatccct ggcttctccc catgttgttc 1740 
gggacctctg ctgtccttac tcaacagtgg 1800 
ctgcaagggc accagttgta tgagaaagtt 1860 
cfcaagagcca tctgaagcag caggttgcag 192 0 
ccgtgtggcc aagaggtgga ctcagagcct 1980 
cgcagcatgt cccctcaggt ctccagtcag 2 04 0 
tatatagctg tatttaatac ctcaaggtca 2100 
acgagggtgc gctgtggaca cagcagtccg 2160 
ccggcacccc ttgcttcctc cctctgttgt 2220 
acttcttcca actcctcgca gaagtgggag 2280 
cctctctctt gctccccgct tcgttctgtt 2340 
tcattccctc gcctcccctt gtggacgggg 2400 
gtcttccctt atctgctacc ctgaatcacc 2460 
gcttgtaaac tgcgtaacaa atctactttg 2520 
tatttttgct ggtccctaga ccactttgta 2580 
ctgacagcta atgtcaggac cctcagcggt 2 640 
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PF-0695-2 CON 



ggagcctgct ggggggaccc agctgctctt ggacaagtgg ctgagctcct atctggcctc 2700 
ctcttttttt tttttttcaa gtaatttgtg tgtatttcta actgattgta ttgaaaaaat 2760 
tcctagtatt tcagtaaaaa tgcctgttgt gagatgaacc tcctgtaact tctatctgtt 282 0 
cttttttgag gctcagggag aaactagcat tttttttttt ccaaactact ttttgtcact 2880 
gtgacagttg taaataaagt ttgaaaatgc tttccaaaaa aaaaaaaaaa 293 0 



<210> 39 

<211> 4204 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte Clone 3033039 

<400> 39 

atgacaatgg atgctctgtt ggctcgattg 
gaaatcgtca aagccggatt gaaatgtgga 
gagaaaaaat tggctcaggc tttactggag 
catgaggcag gtgtcacagc tctcagccag 
gggaacccaa ctgatcaggc tggtttttct 
ctgaatcctc cagaggagga agctgtgaca 
accgacacct acagagctgg agcgactgcg 
tgtccagtgt atgaggacgt cccagcgaga 
aaggaagcat tgcaagctgt caagatgatc 
agagaagacg ctgagaaatt tgcfcagagga 
acgtccttac cactgtctcc tgtgaaaaca 
gatggtttgt gcttgtcgga atcagaaaca 
aatccccgca cgcaggacct caccgccaag 
gacacctttt ctgaccttat ctggagcaac 
cccactatcg tgcaggaagg gtgcaggtac 
caggcttcca tctgccagct gactctggac 
atgtaccctg atgacgacga ggccatgctg 
tacctcaaca cccccgacaa gatgggctat 
ggaaatgcag atgtagtcaa cgtgctttcg 
aataaatatg ataaaacacc tgaagatgta 
gaactgaagg agcggatcag agagtattta 
gcggaagaga cttcttctcc agtcatcggg 
gcctctcacg tcagccgcta tggaggcagc 
ttcgcagggc ccctgagtcc agccaaggca 
cctcgagaga aagcaggctt ccttcaccac 
gagagagtgg gaagggagct agctcatgag 
tttctgggct gttttgttga tctgtcttcc 
ctcacacagc aggaaatagg caaaaaggct 
tgccgagata aagccaccac gtctggcagc 
gaagatgaca tgagcttgga agaaataaaa 
ccgcccacag tcggtgcttt tggacatacg 
gcagacctca tagaagccgc cgagccggga 
catcctctga atcacagcag gaccctggcg 
gaagcccatc tgccacctgt ctcggatttg 
aatataggac gtagcgtttc caagacacca 
ctgacttcaa gaatcaatgc agtagaaaga 
ctcgggaatg gccacaggag gacagaaagt 



aaacttctga atccagatga ccttagagaa 60 
cccattacat caactacaag gttcattttt 120 
caaggaggaa ggctgtcttc tttctaccac 180 
gacccacaaa ggattttgaa gccagctgaa 240 
gaagacagag attttggtta cagtgtgggc 3 00 
tccaagacct gctcggtgcc ccctagtgac 3 60 
tctaaggagc cgcccctgta ctatggggtg 42 0 
aatgaaagga tctatgttta tgaaaataaa 4 80 
aaagggtccc gatttaaagc tttttctacc 540 
atttgtgatt atttcccttc tccaagcaaa 600 
gctccactct ttagcaatga caggttgaaa 660 
gtcaacaaag agcgagcgaa cagttacaaa 72 0 
cttcggaaag ctgtggagaa gggagaggag 780 
ccccggtatc tgataggctc aggagacaac 840 
aacgtgatgc atgttgctgc caaagagaac 9 00 
gtcctggaga accctgactt catgaggctg 9 60 
cagaagcgta tccgttacgt ggtggacctg 102 0 
gacacaccgt tgcattttgc ttgtaagttt 1080 
tcacaccatt tgattgtaaa aaactcaagg 1140 
atttgtgaaa gaagcaaaaa taaatctgtg 120 0 
aagggccact actacgtgcc cctcctgaga 1260 
gagctgtggt ccccagacca gacggctgag 132 0 
cccagagacc cggtactgac cctgagagcc 1380 
gaagattttc gcaagctctg gaaaactcca 1440 
gtcaagaagt cggacccgga aagaggcttt 1500 
ctggggtatc cctgggttga atactgggaa 1560 
caggaaggcc tgcaaagact agaagaatat 162 0 
caacaagaaa caggagaacg ggaagcctcc 1680 
aattccattt ccgtgagggc gtttctagat 1740 
aatcggcaaa atgcagctcg aaataacagc 1800 
aggtgcagcg ccttcccctt ggagcaggag 1860 
ggtccacaca gcagcagaaa tgggctctgc 192 0 
ggcaagagac caaaggcccc ccgtggggag 1980 
actgttgagt ttgataaact gaatttgcaa 2040 
gatgaaagta caaaaactaa agatcagatc 2100 
gacttgttag agccttctcc cgcagaccaa 2160 
gaaatgtcag ccaggatcgc taaaatgtcc 2220 
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PF-0695-2 CON 



ttgagtccca gcagccccag gcacgaggat 
cggctcttcc tttttggaga ggagccatca 
gaatgtgcag acgtcgaccc ccatcagttc 
ctgtgctact caccctcgga cagacagagt 
aagtctcagc tgccagatct cagtggccct 
gctggaagca accccgcaaa gccaggcctg 
gggagccagc tccgcaggat ggcgcgcctg 
tgggctctcg gtttgttctt catttttaaa 
tgtcaaaaag gaatatattc tgattaaatt 
ttagaagatt taaatgttct atataacact 
agttaatgaa agcaaactca gttaccaatt 
actttttagg tggcaatttc taggtctgaa 
tgcaggcagg cagccctgta cttaccctgt 
aggaggggct tggcggaggc gtgagcaccg 
atgaactatt tgccgccctg tcttttcctg 
gtgcctgttg gttcgcccgt gggtctcatg 
tcagggagcc aggagcgcgc ctcagacttg 
atatttaaat tactgatcag aagatgaaag 
gtgggagtga taccaggagc aacacagagc 
cctcagcacg tgagccttca ccgcctgctt 
tctatacatt gttctgtttt caaatttatc 
cgataaaggt atccgttatt ttggaactca 
ttgcatttag aggtttgagt cccatcttgg 
ttgacttgaa tgaaggtctg tggttggaat 
tgctgcctgg aggtcggttt cttcctgggt 
tctgtgaaca tttccagtgt ttaatccaaa 
cagtgccttt tataaatcat ttttaaattt 
atattaagta gacgcaggat tgtttttgtt 
aaaaaaaggc ttctttcttt catatgacaa 
ttaaatgtta aaattcgatt ttgttacaca 
gatctagatc ccagacagaa acaacacatg 
ccttggttct caaaagaaat cagaatatgg 
aatcttacca tattgtctgt atatggttgt 
cctg 



cagctcgagg tcaccaggga accggccagg 2280 
aaactcgatc aggatgtttt ggccgctctt 2340 
ccggccgtgc acagatggaa gagtgctgtc 2400 
tggcccagtc ccgcggtgaa aggaaggttc 2460 
cacagctaca gtccggggag aaacagcgtg 2 52 0 
ggcagtcctg ggcgctacag ccccgtgcac 2580 
gctgagcttg ccgccctgta ggcttggcgc 2640 
gaaggaaggg tcatatgttt attgctaaac 2700 
attactcctc actttgaggg tgtgagaatt 2760 
tagatttctg atattttgga agaagttaga 2820 
ttctggaaaa tatccatgtg gtaatggtag 2880 
atatagcaga ggaaagggcg ctgaggcagt 2940 
actcacctca tccgacagac gctgtggatg 3000 
atgtcccttt gataacctgc actcaccaag 3060 
ggttgggggg tggcatctga tggtggcaga 3120 
gttcagacag agggaggtgg acggcaggga 3180 
cagcaaccat tgtgatttgg gttgttcgga 3240 
tagcttttct cttgggaagt cttgcagccc 33 0 0 
tcagcagcgg cgccaaggtg ttccctgttt 33 6 0 
cattcaggag ccagtgcagc agtaatacag 342 0 
ctgaggcttt gttgagcata aatgattata 348 0 
tttcagttgg gatctcctgt atgcagagtg 354 0 
tttcttgccg tgctgactgt agccttcacc 3600 
gtgtgaggag ccgctgaggt gttcaggagg 3 6 60 
gttacgggca actgctcaca cagttgtttc 372 0 
atgaaaaccc accaatgctt ttgctaactt 3780 
cctgaacttg ctttttgagg atatacaggg 3840 
tgtaaaaatt ctgaattgaa actttgtttt 3900 
gagataggtc aggaatattg gaatcaagat 3960 
gggtgtgttc atttgttttg tagcagacaa 4020 
ctattctaaa aagccgcatt ttaaaaggca 4080 
atattcgtag tgatgatctg ttttctctaa 4140 
aaattcaaat ggaaagtaaa acgttttggc 42 00 
4204 



<210> 40 

<211> 2054 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte Clone 3039890 

<400> 40 

ggaaggcggt gctctgagaa gccggactac 
agtttttgct acagttttcg ccaccatgag 
ggagaagatc aataaaaact gctggaggat 
tgaaggtgtt ttctatgtga atgatgctct 
tgcctgtcga ggtggtggtg ttggtggctt 
ggcagccctg cctggaattg ttcatcgatc 
tgggtttgct attgggaaca tggcagcctt 
cccaggtggt gtcgggtttg acatcaactg 



gcggcagcgg ctcttcaaag cggagccggg 60 
tcgcagctat aatgatgagc tgcagttctt 12 0 
caagaagggc ttcgtgccca acatgcaggt 180 
ggagaaattg atgtttgagg aattaaggaa 240 
cctgccagcc atgaaacaga ttggcaatgt 3 00 
tattgggctt cctgatgtcc attcaggata 360 
tgatatgaat gaccctgaag cagtagtatc 42 0 
tggtgtccgc ttgctaagaa ccaatttaga 480 
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PF-0695-2 CON 



tgaaagtgat gtccagcctg tgaaggagca acttgcccaa gctatgtttg accacattcc 540 
tgttggggtg gggtcaaaag gtgtcatccc aatgaatgcc aaagacttgg aggaggcctt 600 
ggagatgggg gtggactggt ccttaagaga agggtatgcc tgggctgaag acaaggagca 660 
ctgcgaggag tacggaagga tgctgcaggc tgaccccaat aaagtttctg caagggcgaa 72 0 
gaaaagaggc cttcctcagt tggggaccct gggagcaggc aaccattatg cagaaatcca 780 
ggttgtggat gagattttca atgagtatgc tgctaaaaaa atgggcatcg accataaggg 840 
acaggtgtgt gtgatgatcc acagtggaag cagaggcttg ggccaccaag tagccacaga 900 
tgcgctggta gctatggaga aggccatgaa gagagacaag attatagtca atgatcggca 96 0 
gttggcttgt gctcgaatcg cttccccaga gggtcaagac tatctgaagg gaatggcagc 1020 
tgctgggaac tatgcctggg tcaaccgctc ttccatgacc ttcttaaccc gtcaggcttt 108 0 
cgccaaggtc ttcaacacaa cccctgatga cttggaccta catgtgatct atgatgtttc 114 0 
tcacaacatt gccaaagtgg agcagcatgt ggtggacgga aaggaacgga cactgttagt 12 0 0 
acacaggaag ggatccaccc gcgctttccc tcctcaccat cccctcattg ctgttgatta 12 6 0 
ccaactcact ggacagccag tgctcattgg tggcaccatg ggaacctgta gttatgttct 13 2 0 
tactggcact gaacagggca tgactgagac ctttggaaca acctgtcatg gagcgggccg 138 0 
tgcattgtcc cgagcaaaat ctcgacgtaa tttagatttc caggatgtct tagacaaatt 144 0 
ggcagatatg ggaattgcga tccgtgttgc ctcacccaaa ctggttatgg aagaggctcc 15 0 0 
tgagtcctat aagaatgtga cagatgtggt aaatacctgc catgatgctg gaatcagcaa 1560 
gaaagccatt aaactgagac caattgctgt gatcaaagga tagaaccttg gacagcaggg 162 0 
ctgcctgaca ccaccaaccc tctctgaagt ggaagtggac tgacatgctc ttctgacatc 1680 
agactcaagg cgggacaagt tgcaaagtgt gcagctgtaa ctgctcacgc caaaatggct 1740 
gatggggagg ctgctgcttt caggggcccg tgcttgtaaa ataaccttcc aggaagaggc 18 0 0 
acattgccca cctttggaaa gggaggaata tgccttctcc ttggttgttc cacagagttt 18 6 0 
taggaaaatc tgttagggat gggtagatgt caaactgcct tacgcagtca tactgatctt 192 0 
tagccatcag attgatcttc ttcacaccaa gctctgttta cattccgaga ggtgtcatga 1980 
agaaagttct gttcaataag gttttggaat gtttcaaaaa aaaaaaaaaa ggctggctgc 2040 
ttgtgatcta gaac 2054 
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